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tetracenomycin C efflux MFS transporter (NF000025.1) (HHIHHPAH_00034)
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D-threonate 4-phosphate dehydrogenase (HHIHHPAH_00043)
D-threonate 4-phosphate dehydrogenase (HHIHHPAH_00044)

Long-chain-alcohol dehydrogenase 1 (HHIHHPAH_00045)
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