macrolide efflux MFS transporter Mef(A) (NFO00245.1) (KDHJKCPF_00072)
151380 family transposase 1S614B (KDHJKCPF_00070)
151182 family transposase ISBas1 (KDHJKCPF_00071) Tyrosine recombinase XerC (KDHJKCPF_00078)
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IMGPR_plasmid_3300029763_.000043 72899:92141(+)

Tyrosine recombinase XerC (FIENBCDN_00033)
41 40 39 3837 36 35 34 31 27

IMGPR_plasmid_3300029672_000020 25892:45232(-)
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IMGPR_plasmid_3300008622_000035 20034:29447(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (ALMFHKDP_00070)
Transcription antitermination protein RfaH (ALMFHKDP_00068)
66 67 69 \ 7172 73 74 76 Tyrosine recombinase XerC (ALMFHKDP_00078)
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IMGPR_plasmid_3300029186_000045 72854:91640(+)

multidrug efflux MATE transporter MepA (NFO00131.1) (OCFBEHBP_00069)
Glutathione biosynthesis bifunctional protein GshAB (OCFBEHBP_00070)
67 68 ‘ 71 72 73 74 75

IMGPR_plasmid_3300029534_000030 72860:92660(+)
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