RCS-specific HTH-type transcriptional activator RcIR (NAFAGGCI_00011)
3-oxoacyl—[acyl-caﬁ'ier—protein] reductase FabG (NAFAGGCI_00015)
HTH-type transcriptional regulator DmIR (NAFAGGCI_00014)
‘HTH typeﬁns‘crlptlonal regulator PgrR (NAFAGGCI_00019)
HTH-type transcr|pt|ona| regulator F’grR NAFAGGCI_00013)
Type IV secretlon system protein VirB11 (NAFAGGCI_00008)
Quinone ‘oxidoreductase 2 NAFAGGCI _00012)

L putatlve oxidoreductase (NAFAGGCI_00018)
Rvh T4SS (VF0488) ( AFAGGCI_00010) \ Protein virC1 (NAFAGGCI_00023)
T4SS (VF1282) (NAFAGGCI 00006)|  Protein VirD4 (NAFAGGCI_00020)
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High-affinity branched—chaln amino acid transport system permease protein LivH (KFEDCILM_00116)
ngh affinity branched-chain amino acid transport system permease protein LivH (KFEDCILM_00127)
putatlve D-xylose utilization operon transcrlptlonal repressor (KFEDCILM_00135)
Prodigiosin synthesmng transferase PigC (KFEDCILM_00137)

Molybdenum cofactor insertion chaperone PaoD (KFEDCIL‘ _00123) 1-deoxy—D-xyIﬁIose$phosphate synthase (KFEDCILM_00139)
L-talarate/galactarate dehydratase (KFEDCILM_00132)

Carbon monoxide dehydrogenase medium chain (K#EDCILM?OOIZS) 1S110 family‘transposase ISPye16 (KFEDCILM_00143)
4-hydroxybenzoyl-CoA reductase subunit alpha (KFEDCILM_00126) 1S3 family transposase ISQba‘l (KFEDCILM_00142)
‘ ABC-type heme transporter (VF0739) (KFEDCILM_00130) (L 1S3 family transposase ISOba1 (KFEDCILM_00144)

ABC-type heme transporter (VF0739) (KFEDCILM_00118) \ L-carnitine dehydrogenase(KFEDCILM 00133) \
putatlve GSTIike protein Y|bF KFEDCILM _00122) ‘ Kynurenlne formamidase (KFEDCILM 00136)
FbpABC (VF0272) (KFEDCIW_OOIN Chondramide synthase cmdD (K?DCILM_00134) 1S3 family transposase 1ISOba1 (KFEDCILM_00145)
121 FbpABC (VF0272) (KFEDCILM_00131) 141
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High-affinity branched—chaln amino acid transport system permease protein LivH (HNPAOFOP_00046)
H|gh affinity branched-chain amino acid transport system permease protein LivH (HNPAOFOP_00035)
putatlve D-xylose utilization operon transcrlptlonal repressor (HNPAOFOP_00027)
‘ Prodigiosin synthesmng transferase PigC (HNPAOFOP_00025)
ABC-type heme transporter (VFO739) (HNPAOFOP_00032)

Molybdenum cofactor insertion chaperone PaoD (HNPAOFOP_OOOB‘?) T 1—deo><y—D—xylu‘lose—S—phosphate synthase (HNPAOFOP_00023)
L-talaréte/galactarate dehydratase (HNPAOFOP_00030)
Carbon monoxide dehydrogenase medium chain (HNPAOFOP_00037) 15110 family transposase ISPye16 (HNPAOFOP_00019)
4-hydroxybenzoyl-CoA reductase subunit alpha (HNPAOFOP_00036) 1S3 family transposase ISOba1 (HNPAOFOP_00020)
L-carnitine dehydrogenase (HNPAOFOP_00029) (l 1S3 family transposase ISPye34 (HNPAOFOP_00017)
ABC-type heme transporter (VF0739) (HNPAOFOP_00044) Kyn‘ur&%eformami‘dase(HNPAOF P_00026)
putative GST-like protein YibF (HNPAOFOP_00040) Chondramide synthase cmdD (HNPAOFOP_00028)
FbpABC (VF0272) (HNPAOFOP_00043) FbpABC (VF0272) (HNPAOFOP_00031) 1S3 family transposase ISPye57 (HNPAOFOP_00018)
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High-affinity branched-chaln amino acid transport system permease protein LivH (GBOPGGDC_00135)
ngh affinity branched-chain amino acid transport system permease protein LivH (GBOPGGDC_00146)
putatlve D-xylose utilization operon transcrlptlonal repressor (GBOPGGDC_00154)
Prodigiosin synthesmng transferase PigC (GBOPGGDC_00156)
Molybdenum cofactor insertion chaperone PaoD (GBOPGGDC_00142) 1-deoxy-D-xylulose-5-phosphate synthase (GBOPGGDC_00158)
L—talaréte/galactarate dehydratase (GBOPGGDC_00151)
Carbon monoxide dehydrogenase medium chain (GBOPGGDC_00144) | 1S110 family transposase ISPye16 (GBOPGGDC_00162)
4—hydroxybenzoy|—toA reductase subunit alpha (GBOPGGDC _ 00145) 1S3 fémily trans‘posase 1SObal (GBOPGGDC_00161)
|ABC-type heme transporter (VF0739) (GBOPGGDC_00149)| - 153 family transposase ISOba1 (GBOPGGDC_00163)
ABC-type heme transporter (VF0739) (GBOPGGDC_00137) L L carmtmeThydrogenase GBOPGGDC 00152) \ 1S3 family transposase 1SObal (GBOPGGDC_00164)
putatlve GST-like protein YibF (GBOPGGDC 0141) ‘ Kynurenlne formamidase GBOPGGDC_OOISS)
FbpABC (VF0272) (GBOPGGDC_00138) Chondramide synthase cmdD (GBOPGGDC_00153)
140 FbpABC (VF0272) (GBOPGGDC_00150)
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