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Trehalose transport system permease protein SugA (EAPKGDOG_00148) putative ABC transporter-binding protein (EAPKGDOG_00146)
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Trehalose transport system permease protein SugA (HOINCKDL_00173) putative NAD-dependent oxidoreductase (HOINCKDL_00166)
HTH-type transcriptional regulator RafR (HOINCKDL_00171)
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HTH-type transcriptional regulator RafR (DHJMELOD_00593)
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