IPAIHBBH_00053

IPAIHBBH_00050 IPAIHBBH_00052
IPAIHBBH_00051 IPAIHBBH_00054

IMGPR_plasmid_3300030032_000138 44026:54399(+)

i#

IPAIHBBH_00055 IPAIHBBH_00056

AFGMLOOK_00052 AFGMLOOK_00053

IMGPR_plasmid_3300029232_000093 41428:52290(+)

NHDMFKPD_00001
NHDMFKPD_00003 NHDMFKPD_00002

IMGPR_plasmid_3300008096_000168 219:11270(-)

EGDNBFFJ_00038
EGDNBFFJ_00036 EGDNBFFJ_00037

IMGPR_plasmid_3300014573_.000073 27983:39215(+)
OJPNGNIL_00001

IMGPR_plasmid_3300029398_000079 532:6873(-)
KMBAPMII_00050

IMGPR_plasmid_3300029127_000097 41511:47852(+)
DECNGDDB_00047

IMGPR_plasmid_3300029517_000196 40020:48399(+)
LLPABIBG_00001

IMGPR_plasmid_3300029760_000098 442:6924(-)

Menshen_NsnC_2601090942 (DMPIBENF_00059)
DMPIBENF_00057 DMPIBENF_00058 Retron_|_B_ATPase TOPRIM_COG3593 (DMPIBENF_00060)

IMGPR_plasmid_3300029856_000107 43976:56668(+)

GFHACGCP_00048 GFHACGCP_00050
Putative deoxyribonuclease RhsC (GFHACGCP_00049) Menshen__NsnC_2601090942 (GFHACGCP_00051)

IMGPR_plasmid_3300006523_000081 36525:48075(+)

Menshen__NsnC_2601090942 (OLDJDMFN_00059)
Menshen__NsnB (OLDJDMFN_00060)
putative deoxyribonuclease RhsB (OLDJDMFN_00057) 58 | Menshen__NsnA (OLDJDMFN_00061)

i*

IMGPR_plasmid_3300029783_000088 44544:58473(+)

Menshen__NsnC_2601090942 (PKGABDNF_00003)
Menshen__NsnB (PKGABDNF_00002)
4 Menshen_ NsnA (PKGABDNF_00001)

wv

i*

IMGPR_plasmid_3300029422_000112 295:14230(-)

Menshen_NsnC_2601090942 (CAPAEMMF_00003)
Menshen_ NsnB (CAPAEMMF_00002)
5 4 | Menshen__NsnA (CAPAEMMF_00001)

i#

e
IMGPR_plasmid_3300029716_000129 384:14203(-)

Nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase (HAACEOJA_00003)
ABC-type heme transporter (VF0739) (HAACEOJA_00001)
Cobyric acid synthase (HAACEOJA_00002)

i+
|

IMGPR _plasmid_3300007801_000116 121:8826(-)
Retron_I_B__ATPase_TOPRIM_COG3593 (CCFJEDOJ_00037)

35 36 38

w
r

i

IMGPR_plasmid_3300029204_000144 24597:38133(+)

Retron_|_B_ATPase_TOPRIM_COG3593 (BELOIJKN_00003)
5 4 2 1

o

i#

IMGPR_plasmid_3300014782_000068 536:15083(-)

3-oxoacyl-[acyl-carrier-protein] synthase 3 (IFCLBHNE_00001)
Retron_|_B_ ATPase_TOPRIM_COG3593 (IFCLBHNE_00005)
7 6 4 3 2

©

;ﬁ
#

IMGPR_plasmid_3300029476_000199 307:17090(-)
Retron_|_B__ATPase_TOPRIM_COG3593 (OGKIHMCJ_00053)

putative deoxyribonuclease RhsA (OGKIHMCJ_00050) 51 52 54 55

i#

IMGPR_plasmid_3300029708_000164 39153:55037(+)
T6SS-11 (VFO783) (BIKOHHNN_00006) BIKOHHNN_00001

IMGPR _plasmid_3300029368_000075 176:7758(-)
HMEDKCMI_00055 HMEDKCMI_00056

IMGPR_plasmid_3300014723_000010 43681:52009(+)
BHOMEGLB_00002 BHOMEGLB_00001

IMGPR_plasmid_3300029391 000097 318:8646(-)
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IMGPR_plasmid_3300029536_000067 51004:67475(+)
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