multidrug efflux MATE transporter NorM (NF000263.1) (ENGJPNBO_00007)
Retron_|_B__ ATPase_TOPRIM_COG3593 (ENGJPNBO_00002) GMP synthase [glutamine-hydrolyzing] (ENGJPNBO_00008)
Kiwa_ KwaA (ENGJPNBO_00004) Tyrosine recombinase XerC (ENGJPNBO_00009)
3 Kiwa_KwaB (ENGJPNBO_00005) 6 10 11 12 13 14
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IMGPR_plasmid 3300029409 000151 117:14267(+)

Tyrosine recombinase XerC (MOIBJNAJ_00080)
MOIBJ NAJ_00081 ‘MOIBJNAJ_00079

IMGPR_plasmid_3300029739_000136 58112:63599(-)

IADMHBNL_00016
IADMHBNL_00021 IADMHBNL_00019 IADMHBNL_00015
T IADMHBNL_00020 IADMHBNL_ 00018  IADMHBNL_00017 IADMHBNL_00013 MADS_ mad1 (IADMHBNL_00012)

IMGPR_plasmid_3300053491_074295 3201:15186(-)

HCCNCEMH_00001
HCCNCEMH_00067 MADS_mad1 (HCCNCEMH_00066)

g%
|

IMGPR _plasmid_3300053491_074110 1:6488(-), 49212:54689(-)
ILEAGIEP_00076 ILEAGIEP_00002 MADS_mad1 (ILEAGIEP_00003)

IMGPR_plasmid_3300053491_074256 56253:5465(+)
JFBPMABA_00001 JFBPMABA_00062 MADS_mad1 (JFBPMABA_00061)

IMGPR _plasmid_3300053491_073305 1:6474(-), 49923:55434(-)

Tyrosine recombinase XerC (JJNMNJJG_00022)
JINMNJJG_00023 JJNMNJJG_00021

IMGPR_plasmid_3300053491 076029 6299:17771(-)

Tyrosine recombinase XerC (DLBPNHNG_00058)
DLBPNHNG_00057 DLBPNHNG_00059

IMGPR_plasmid_3300053491_0743%96 45006:56482(+)
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