Inner membrane amino-acid ABC transporter permease protein YhdY (ADGDJFFK_00145)
Putative amino-acid ABC transporter-binding protein YndW (ADGDJFFK_00147)
streptothricin N-acetyltransferase Sat2 (NFO00358.1) (ADGDJFFK_00154)
1S3 family transposase ISPbel (ADGDJFFK_00150)
1S3 family transposase ISPam3 (ADGDJFFK_00151)
146 | 148 149 | 152153 | 155 IS3family transposase ISMex5 (ADGDJFFK_00156)

IMGPR_plasmid_3300045816_000108 154097:163289(+)

streptothricin N-acetyltransferase Sat2 (NFO00358.1) (BNKNPCOI_00003)
1S3 family transposase ISPbe1 (BNKNPCOI_00007)
1S3 family transposase ISPam3 (BNKNPCOI_00006)
Imn 5 4 | 2 1S3 family transposase ISMex5 (BNKNPCOI_00001)

IMGPR_plasmid_3300045215_000126 392:9584(-)

streptothricin N-acetyltransferase Sat2 (NFO00358.1) (ADDEIDFD_00154)
1S3 family transposase ISMex5 (ADDEIDFD_00156)
1S3 family transposase ISPbe1 (ADDEIDFD_00150)
1S3 familytransposasaSPamS (ADDEIDFD_00151)
[T 152158 | 155 153 family transposase ISPmar2 (ADDEIDFD_00157)

IMGPR _plasmid_3300045202 000133 154202:164275(+)

streptothricin N-acetyltransferase Sat2 (NFO00358.1) (KMOJKGFB_00010)
1S3 family transposase ISMex5 (KMOJKGFB_00008)
1S3 family transposase ISPbe1 (KMOJKGFB_00014) ‘
1S3 family transposase ISPmar2 (KMOJKGFB_00007)
1S3 family transposase\lS_Pgnl% (KMOJKGFB?OiOOlCB) T 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (KMOJKGFB_00001)
12 11 9 6 5 4 3 2

IMGPR_plasmid_3300045091_000069 157:14351(-)

streptothricin N-acetyltransferase Sgg (NF000358.1) (PKPKKAIA_00155)
1S3 family transppsase ISMexS (PKPKKAIA_00156)
1S3 family transposase ISPmar2 (PKPKKAIA_00157)

1S3 family transposase ISPam3 (PKPKKAIA,OOlSZ) ‘ Heme receptor HasR (VF0642) (PKPKKAIA_00160) SigE (VF0295) (PKPKKAIA_00163)
1S3 family transposase ISPbe1 (PKPKKAIA_00151) Sigma L (VF‘ 855)(ﬂ<PKKAIA_00158) Vitamin B12 transporter BtuB (PKPKKAIA_OOléj
153154 | Protein FecR (PKPKKAIA_OOl;‘?) \ 162 Sigma L (VF0855) (PKPKKAIA_00164)
— I K _— — |

IMGPR_plasmid_3300045101_000085 153999:179176(+)

streptothricin N-acetyltransferase Sat2 (NFO00358.1) (AGGPDLDA_00155)
1S3 family trans&)?ase ISMex5 (AGGPDLDA_00157)
1S3 family transposase ISPbe1 (AGGPDLDA_00151) ‘
1S3 family transposase ISPmar2 (AGGPDLDA_00158)
1S3 family transposase ISPam3 (AGGPDLDA 00152)
|["T 153154 | 156

Sigma L (VF0855) (AGGPDLDA_00159)

IMGPR_plasmid_3300045601 000085 154014:179191(+)

Hyaluronic acid (HA) capsule (VF0667) (AIECAICM_00158)
1S3 family transposase ISPbe1 (AIECAICM_00151)
1S3 family transposase ISPbe1 (AIECAICM_00152) Polysaccharide capsule (VF0659) (AIECAICM_00160)

154 UDP-glucose 4-epimerase (AIECAICM_00161)
15?@ 156 157 159 ‘ 162 163 HTH-type transcriptional regulator PgrR (AIECAICM_00164)
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IMGPR _plasmid_3300048936_000107 154014:171151(+)
Hyaluronic acid (HA) capsule (VF0667) (KGFCPEBI_00021)

1S3 family transposase ISPbe1 (KGFCPEBI_00028) Polysaccharide capsule (VF0659) (KGFCPEBI_00019)

1S3 family transposase ISPbe1 (KGFCPEBI_00027) UDP-glucose 4-epimerase (KGFCPEBI_00018)
| 262524 23 22 20 | 17 16
@@

IMGPR_plasmid_3300045817_000089 9921:27058(-)

Hyaluronic acid (HA) capsule (VF0667) (DNCILOIB_00159)
1S3 family transposase ISPbe1 (DNQLOIB?OOlSZ)
1S3 family transposase ISPbe1 (DNCILOIB_00153) Polysaccharide capsule (VF0659) (DNCILOIB_00161)

155 UDP-glucose 4-epimerase (DNCILOIB_00162)
154] 156 157 158 160 | 163 164

@D -@E
IMGPR_plasmid_3300045089_000092 153953:171090(+)

Virginiamycin A acetyltransferase (LEFOGEGK_00154)

160
Inner membrane protein YgaA (LEFOGEGK_00142) 150 155 157 158 161 163
147 148 149 151152 153 | [156] [159| [162] 164 165

IMGPR_plasmid_2770939620_000007 152623:169097(+)
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