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30 31 32 33 34 35 36 37 Sporulation initiation inhibitor protein Soj (ABDOMFCO_00038)
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IS110 family transposase ISSpn10 (IIFLKIEM_00032)

Glycerol-3-phosphate dehydrogenase [NAD(P)+] (IIFLKIEM_00033)

Fructosamine deglycase FrlB (IIFLKIEM_00034)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (IIFLKIEM_00035)
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Transcriptional regulatory protein DagR (IIFLKIEM_00040)
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