1S3 family transposase 15629 (IKPMCNKN_00082)

IKPMCNKN_00083 IKPMCNKN_00086 Direct heme uptake system (VF0941) (IKPMCNKN_00090) 1S91 family transposase 1SSbo1 (IKPMCNKN_00094)
IKPMCNKN_OOOg‘ 5 KPMCNKN_OOOBB Enterobactin receptor VctA (VF0639) (IKPMCNKN_00092)
IKPMCNKN_00084 IKPMCNKN_00087 IKPMCNKN_00089 IKPMCNKN_00091 | Enterotoxin SenB/TieB (VF1136) (IKPMCNKN_00093)
I N ]|
IMGPR _plasmid_646862327_000001 67660:78277(+)
DOPHFCIO_00116 DOPHFCIO_00115
___-_-_' - I I
IMGPR _plasmid_648231706_000001 87201:97818(-)
PLCFCLFJ_00065 PLCFCLFJ_00066 PLCFCLFJ_00067

N

IMGPR _plasmid_2541047818_000001 45001:56009(+)

COFFMOEP_00007 COFFMOEP_00006 COFFMOEP_00005

I

IMGPR _plasmid_2541047756_000001 254:10871(-)

LGBAOKKJ_00111
LGBAOKKJ_ 00112

IMGPR_plasmid_2541047794_000001 89580:99769(-)

NOFGOEDC 00009
NOFGOEDC 00010 |

IMGPR_plasmid_2563366982_000001 2973:13590(-)

KLFAIEBI_00023
KLFAIEBI_00021  KLFAIEBI_00022 | KLFAIEBI_00024

IMGPR_plasmid_2541047783_.000001 12878:23476(+)

FEKAGKLA_00026
FEKAGKLA_00028 FEKAGKLA 00027 | FEKAGKLA_00025

CHEEDdEHTDA {0
IMGPR_plasmid_644736365 000001 16891:27489(-)
157
153 154 155 156

IMGPR_plasmid_647533161 000001 123924:134522(+)

LMHCDGKP_00024
LMHCDGKP_00023 | LMHCDGKP_00025

I
IMGPR _plasmid_2541047725_.000001 14972:25570(+)

107 106 105 104 103

IMGPR_plasmid_2541047686_000001 74969:85958(-)

4000 nt

Virulence
I



