Replication initiation protein (GFPJDCGB_00054)
GFPJDCGB_00050 GFPJDCGB_00055
GFPJDCGB_00051  GFPJDEGB_00056
LI GFPJDCGB_00053 'LT GFPJDCGB_00058

PJDCGB_00052 GFPJDCGB_00057

IMGPR_plasmid_3300053491_ 042721 33657:45409(+)

NOIMKIMF_00005

T NOIMKIMF_00008

IMGPR_plasmid_3300053491_044037 3408:15906(+)
OEDIEJHL_00001

IMGPR_plasmid_3300053491_ 043265 65139:10087(+)
EJFLEOKL_00035 EJFLEOKL_00041

IMGPR_plasmid_3300053491_040202 24478:37431(+)
IDHFCGGB_00007

IMGPR_plasmid_3300053491_035555 3400:17125(+)

BPBHKKIJ_00083
[ BPBHKKIJ_00001

IMGPR_plasmid_3300053491_042045 65531:11710(+)

Endoribonuclease PemK (EODOBCPJ_00037)
Antitoxin Peml (EODOBCPJ_00038)
EODOBCPJ_00039

|| EODOBCPJ_ 00042  EODOBCPJ_00044

IMGPR _plasmid_3300053491_044035 22262:37112(+)

1S6 family transposase LS}S (IDAKMEDJ_00058)
Tn3 family transposase Tn2 (IDAKMEDJ_00057)
IDAKMEEJ_OOOgé ‘ IDAKMEDJ_00060 IDAKMEDJ_00064

K |

IMGPR_plasmid_3300053491_035558 33090:54358(+)

Protein UmuD (NHCPJNIF_00072)
NHCPJNIF_00077

l NHCPJNIF_00001
NHCPJNIF_00076

IMGPR _plasmid_3300015186_000021 53770:8913(+)
1S4 family transposase 15186B (JMKADDJH_00001)

IMGPR _plasmid_3300053491 050523 53343:8983(+)
NJGFLHGB_00054 NJGFLHGB_00052

IMGPR_plasmid_2907911490_000004 32471:45927(-)
BDHGDFBI_00046

IMGPR_plasmid_2880004798_000004 23549:37006(+)
FOKKBMIE_00019

IMGPR_plasmid_2579778570_.000004 11416:24951(-)
EIJBOHGI_00078

IMGPR _plasmid_641210276_000001 46807:60043(-)

Transposon Tn3 resolvase (CHADOHLF_00030)
Tn3 family transposase Tn2 (CHADOHLF_00031)
CHADOHLF_00032 \ TEM family class A beta-lactamase (NFO00531.2) (CHADOHLF_00029)

HWEDED @ D —EadEad@

IMGPR_plasmid_645047346_000001 19872:38317(-)

aminoglycoside 3-N-acetyltransferase (NFO33082.0) (DEEPFALH_00087)
Tunicamycin resistance protein (DEEPFALH_00088)
151182 fami|y§ansposase ISCfr1 (DEEPFALH_00091)
1S6 family transposase 1515 (DEEPFALH_00086)
Tn3 family transposase Tn2 (DEEPFALH_00085)
84 | | |89 90 TEM family class A beta-lactamase (NFO00531.2) (DEEPFALH_00092)

IMGPR_plasmid_3300053491_ 039522 56535:6844(+)

BKC/GPC family carbapenem-hydrolyzing class A beta-lactamase (NFO033626.2) (GOHIBMAO_00021)
151182 family transposase ISKpné (GOHIBMAO_00020)
1S21 family transposase ISKpn7 (GOHIBMAO_00022)
Tn3 family transposase ISPsy42 (GOHIBMAO_00024)
19 | | | 23 Tyrosine recombinase XerC (GOHIBMAO_00025)

IMGPR_plasmid_2667528042_000012 8545:31717(+)

GCKCLJCL_00040
T GCKCLICL 00039

IMGPR_plasmid_2751185945_.000012 24050:38125(-)

quaternary ammonium compound efflux SMR transporter QackE (NFO00276.2) (LGDGADEM_00089)
RmtB family 16S rRNA (guanine(1405)-N(7))-methyltransferase (NFO33209.1) (LGDGADEM_00094)
trimethoprim-resistant dihydrofolate reductase DfrA36 (NFO33868.0) (LGDGADEM_00087)
ANT(9) family aminoglyéoside nucIeotidyIt‘ransfeTase (NF012212.1) (LGDGADEM_00088)
sulfonamide-resistant dlhydropteroate synthas‘eﬁZ (NF000295.1) (LGDGADEM_00090)
Mph(C) family macrolide 2'- phosphotransferase (NF000240.1) (LGDGADEM_00099) ‘
Sal family ABC-F type ribosomal protectlon protein (NF000169.2) (LGDGADEM 00097
am|nog|yc05|de3 N- acetyltransferase (NF033082.0) (LGDGADEM_00084)
Tunicamycin resistance protein (LGDGADEM_00083)
1S5 family transposase ISEc35 (LGDGADEM_00092)
1S4 family transposase ISEc29 (LGDGADEM_00096)
1S6 family transposase 1515 (LGDGADEM_00102) \ \ 151182 family transposase ISCfr1 (LGDGADEM_00080)
Tn3 family transposase Tn2 (L(ﬂsGADEN‘I_OOl‘OB) 1S6 famlly transposase 1S26 LG‘DGADEM?)%SS)
100 yrosine recombinase XerC ((GDGADEM_00086)
104 101 95 (93] 91 ||| | | | | |8281 | TEMfamilyclassA beta-lactamase (NFOO0531.2) (LGDGADEM_00079)

IMGPR_plasmid_640048269_000001 49592:89366(-)

TIGRFAMSs: mercury resistance system periplasmic blndlng protein MerP (TIGR02052.1) (CJMHHKFE_00067)
quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (CJMHHKFE_00075)
PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator(NF010315 0) (CJMHHKFE_00065)
APH(3' )faml'y aminoglycoside O- phosphotransferase (NF033068.1) (CJMHHKFE_00078)
sulfonamide-resistant dlhydropteroate synthase Sul2 (I\H)OOZ‘?S 1) (CJMHHKFE_00074)
ANT(9 )famlly amlnoglyc05|de nucleot|dyltransferase (NFO12212.1) (CJMHHKFE_00077)
amlnoegCOS|de nucleotidyltransferase ANT(2")-la (NFO00064.3) (CJMHHKFE_00079)
mercury resistance co- reguiator MerD NF033783 1) CJMHI—WFE_OOO70)
OXA-2 family class DTbeta»lacta‘m‘ase (NF00‘02‘67.2) (CJMHHKFE_00076)
organomercurial transporter MerC (NFO33784.1) (CJMHHKFE_00068)
mercuric transport protein MerT (NFD33560.1) (CJMHHKFE‘_OdOét‘S)
TEM family class A beta-lactamase (NFOO0531. 2) (CJMHHKFE 00061)
Glycerol-3-phosphate regulon repressor(CJMHHKFE 00060) l
‘ 1S6 famlly transposase 156100 (CJMHHK 0072)
1S3 family transposase ISEc36'(CIMHHKFE_00064)
IS5 family transposase 15903 aMHHKFE _00062)
‘Mercurlc reductase CJMHHKFE 00 69)
Tn3 family transposase (CJMHHKFE 00059) Tyrosine recombinase XerC (CJMHHKFE_00080)
Serine recombinase PinR (CJMHHKFE_00058) 63 | 71 73 || | | | | T 15110 family transposase IS4321R (CJMHHKFE_00081)

IMGPR_plasmid_2906119096_000002 29956:63724(+)

TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (JJALEBHP_00079)
quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (JJALEBHP_00088)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (JJALEBHP_00083)
PRK|PRK13752.1: Hg(lIl)-responsive transcriptional regulatorT(NF010315.O) (JJALEBHP_00077)
trimethoprim-resistant dihydrofolate reductase DfrB (NFO00331.2) (JJALEBHP_00089)
sulfonamide- re5|stantd|hydroptéroate synthase Sul2 (NF000295.1) (JJALEBHP_00087)
mercury resistance co- regulator MerD (NF033783.1) (JJALEBHP_00082)
organomercurial transporter MerC (NFO33784.1) (JJALEBHP 00080)
mercuric transport protein MerT (NF033560.1) (JJALEBHP_00078)
TEM family class A beta-lactamase (NFO00531.2) (JJALEBHP_00073)
Glycerol-3-phosphate regulon repressor (JJALEBHP_00072)
| 156 family transposase 156100 (JJALEBHP_00085)
1S3 family transposase ISEc36 (JJALEBHP_00076)
1S5 family transposase 15903 (JJALEBHP_00074) ‘
Mercuric reductase (JJALEBHP_00081)
Tn3 family transposase (JJALEB p_00071) Tyrosme recombinase XerC (JJALEBHP_00090)
Serine recombinase PinR (JJALEBHP_00070)| 75 | |84 | 86| | | | I5110familytransposase 1S4321R (JJALEBHP_00091)

IMGPR_plasmid_2886102892_000001 42415:74172(+)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (BJANMNDJ_00062)
quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (BJANMNDJ_00047)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (BJANMNDJ_00058)
PRK|PRK13752.1: Hg(lIl)-responsive transcriptional regulator (NF010315 0) (BJANMNDJ_00064)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (BJANMNDJ_00048)
‘ aminoglycoside nucleotldyltransferase ANT(2")-la (NFO00064.3) (BJANMNDJ_00045)
mercury resistance co-regulator MerD (NF033783.1) (BJANMNDJ_00059)
organomercurial transporter MerC (NFO33784.1) (BJANMNDJ_00061)
mercuric transport protein MerT (NF033560.1) (BJANMNDJ_00063)
TEM family class A beta-lactamase (NFO00531.2) (BJANMNDJ_00068)
Glycerol-3-phosphate regulon repressor (BJANMNDJ_00069) OXA-2 family class D beta-lactamase (NFO00267.2) (BJANMNDJ_00046)
| | Lisno family transposase 155075 (BJANMNDJ_00054)
1S3 family transposase ISEc36 ( JANMNDJ _00065)
1S5 family transposase 1S903 EJANMNDJ 00067) 1S6 family transposase 156100 (BJANMNDJ_00050)
Tn3 family transposase 1SPa38 (BJANMNDJ_00055)
NA-invertase hin (BJANMNDJ_00056)

Mercuric reductase (BJANMNDJ_00060) Tyrosine recombinase XerC (BJANMNDJ_00044)
Tn3 family transposase (BJANMNDJ_ 00070) \ 52
Serine recombinase PinR (BJANMNDJ_00071) 66 | 57 5351 | 49 15110 family transposase 1S4321R (BJANMNDJ_00043)

IMGPR_plasmid_2718217853_.000003 26905:66924(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (AFEMIJDC_00064)
PRK|PRK13747.1: broad-spectrum m(Tercury transporter MerE (NFO10310.2) (AFEMIJDC_00068)
PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (AFEMIJDC_00062)
mercury resistance co-regulator MerD (NF033783.1) (AFEMIJDC_00067)
organomercurial transporter MerC (NF033784.1) (AFEMIJDC_00065)
mercuric transport protein MerT (NF033560.1) (AFEMIJDC_00063)
TEM family class A beta-lactamase (NFOO0531. 2] (AFEMIJDC_00058)
Glycerol-3-phosphate regulon repressor (AFEMIJDC_00057)
ISSfamlIytransposase ISEc36 (AFEMIJDC_00061)
1S5 family transposase 15903 (AFEMIJDC_00059)
Tn3 family transposase ISPa38 (AFEMIJDC_00071)
NA-invertase hin (AFEMIJDC_00070)
Mercuric reductase (AFEMIJDC_00066)
Tn3 family transposase (AFEMIJDC_00056)
Serine recombinase PinR (AFEMIJDC_00055) 60 |

‘ 69 ‘ ‘ 15110 family transposase 1S4321R (AFEMIJDC_00072)

IMGPR_plasmid_2847734164_000003 26865:56998(+)

TIGRFAMSs: mercury resistance system periplasmic blndlng protein MerP (TIGR02052.1) (GAHAIAKB_00037)
quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (GAHAIAKB_00030)
quaternary ammonium compound efflux SMR transporter QackE (NF000276.2) (GAHAIAKB_00015)
PRK|PRK13752.1: Hg(ll)-responsive transcr|pt|ona| regulator (NFO10315.0) (GAHAIAKB_00039)
AAC(6')- Ibfamlly aminoglycoside 6 -N-acetyltransferase (NFO33074.0) (GAHAIAKB_00026)
sulfonamide-resistant dlhydropteroate synthase Sul2 (NFO00295.1) (GAHAIAKB_00031)
type B chloramphenlcol O- acetyltransferase (NF000490.1) (GAHAIAKB_00028)
NAD(+)--rifampin ADP-ribosyltransferase (NF033144.1) (GAHAIAKB_00029)
organomercurial transporter Mer€ (NFO33784.1) (GAHAIAKB_00036) APH(3') family aminoglycoside O-phosphotransferase (NFO33068.1) (GAHAIAKB_00012)
mercuric transport protein MerT (NF033560.1) (GAHAIAKB_00038) sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (GAHAIAKB_00016)
TEM family class A beta-lactamase (NFO00531.2) (GAHAIAKB_00043) \ \ \ J ANT(9) family aminoglycoside nucleotidyltransferase (NFO12212.1) (GAHAIAKB_00013)
BPU‘f‘ar‘nny class D beta-lactamase (NF012098.1) (GAHAIAKB_00027)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (GAHAIAKB_00035) aminoglycoside nucleotidyltransferase ANT(2")-la (NFO00064.3) (GAHAIAKB_00011)
‘ 1S6 family tra‘n‘sposase 156100 (GAHAIAKB 00033) OXA-2 family class D beta- Jactamase (NF000267.2) (GAHAIAKB_00014)
1S3 family transposase ISEc36 (GAHAlAKFoomO \ é g \ 15110 family transposase 155075 (GAHAIAKB_00022) ’J \ \
156 family fransposase 1526 (GAHAIAKB_00034) 156 family fransposase 156100 (GAHAIAKB_00018)

Glycerol-3-phosphate regulonﬁr;epressor GAH HAP(B_ 0‘042‘1) 156 fam|(ytransposase|526 (GAHAIAKB 00024) ‘ ‘ ‘
IS5 family transposase [S903 (GAHAIAKB_00042) | | Tn3family transposase ISPa38 (GAHAIAKB_00023) 15110 family transposase 1S4321R (GAHAIAKB_00009)
Tn3 family transposase (GAHAIAKB 00045)‘ ‘ ‘ ‘ ‘ ‘ ‘Tyrosine recombinase XerC (GAHAIAKB_00025) 20 Tyrosine recombinase XerC (GAHAIAKB_00010)

[ [T | | | 2aat9] 7| ][] |
EHEEGE - D —EH-A-4EAadd™ D

Serine recombinase P|@(GAHAIAKB_OOO46 41 \

IMGPR_plasmid_2718217807_000003 3574:52702(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (BKEENLBE_00028)
quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (BKEENLBE_00021)
PRK|PRK13752.1: Hg(Il)-responsive transcriptionai regulator (NF010315.0) (BKEENLBE_00030)
AAC(6))-1b family aminoglycoside 4'-N-acetyltransferase (NFO33074.0) (BKEENLBE_00017)
sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (BKEENLBE_00022)
type B chloramphenicol O-acetyltransferase (NFO00490.1) (BKEENLBE_00019)
NAD(+)--rifampin ADP-ribosyltransferase (NFO33144.1) (BKEENLBE_00020)
organomercurial transporter MerC (NF033784.1) (BKEENLBE_00027)
mercuric transport protein MerT (NF033560.1) (BKEENLBE_00029)
TEM family class A beta-lactamase (NFO00531.2] (BKEENLBE_00034) | | | i
BPU family class D beta-lactamase (NFO12098.1) (BKEENLBE_00018)
TIGRFAMs: mercury(l) reductase (TIGR02053.1) (BKEENLBE_00026)
Glycerol-3-phosphate regulon repressor (BKEENLBE 00035) é ‘ ‘ ‘ ‘
‘ 1S6 family transposase 1S6100 (BKEENLBE_00024)
IS3 family transposase ISEc36 (BKEENLBE_00031)
1S5 family transposase IS903—§KEENLBE 00033)
156 fam famlly transposase 1526 BKEENLB 0025)
Tn3 family transposase (BKEENLBE_00036)
Serine recombinase PirE(BKEENLBE_‘OOO37)‘ 32 \

Tyrosme recomblnase XerC (BKEENLBE_00016)
| | 7T 15110 family transposase 154321R (BKEENLBE_00015)

IMGPR_plasmid_2728369386_000003 8552:41771(-)

TIGRFAMs: mercury resistance system periplasmic blndlng protein MerP (TIGR02052.1) (PACFBBHH_00062)
quaternary ammonlum compound efflux SMR transporter QacE (NF000276.2) (PACFBBHH_00052)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (PACFBBHH_00058)
PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (PACFBBHH_00064)
APH(3') family aminoglycoside O-phosphotransferase (NF033068.1) (PACFBBHH_00049)
sulfonamide- re5|stant dlhyoropteroate synthase Sul2 @00295 1) (PACFBBHH_00053)
ANT(9) family amlnoglyc05|de nucleotldyltransferase (NF012212.1) (PACFBBHH_00050)
‘ amlnoglyc05|de nucleotldyltransfer?sTe ANT(2")-1a (NFO00064.3) (PACFBBHH_00048)
mercury resistance co-regulator MerD (NF033783.1) (PACFBBHH 60059)
OXA-2 family class D beta-lactamase (NF000267.2) (PACFBBHH_00051)
organomercurial transporter MerC (NF033784.1) (PACFBBHH_00061)
mercuric transport protein MerT (NF033560.1) (PACFBBHH,OO‘OéB)‘ ‘

TEM family class A beta-lactamase (NF0005312 (PACFBBHH 00068) L \
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (PACFBBHH_00060)
Glycerol-3-phosphate regulon repressor (PACFBBHH_00069) TEM fan‘un‘/ class A beta-lactamase e (NFO00531.2) (PACFBBHH_00045)
1S3 family transposase ISEc36 (PACFBBHH_00065) 15110 famllytransposase IS4321R (PACFBBHH_00046)
1S5 family transpdsase 1S903 ?A‘CI‘—'BBHH 00‘0‘67) ‘ Transposon Tn3 resolvase (PACFBBHH_00044)
‘ putatlve 5|gnallng proteln (PACFBBHH_000 7)‘ ‘ ‘ ‘
Tn3 family transposase (PAC BBHH_00070) Tyrosme recombinase XerC (PACFBBHH_00047)
Serine recombinase PinR (PACFBBHH_00071) 66 | ‘ ‘ W 56 5554 | | | | | | T | | | Tn3familytransposase Tn2 (PACFBBHH_00043)

IMGPR_plasmid_2718217735_.000008 26905:67590(-)

aminoglycoside nucleotidyltransferase ANT(2")-la (NFO00064.3) (GOGGDEOC_00016)
TEM family class A beta-lactamase (NF000531.2) (GOGGDEOC_00014)
Glycerol-3-phosphate regulon rep?&sor GOGGDEOC _00013)
1S5 family transposase IS903 (GOGGDEOC 00015)
Tyrosine récombinase XerC (GOGGDEOC 00017)
Serine recombinase PinR (GOGGDEOC 00011) | ;F
Tn3 family transposase (GOGGDEOC_00012)  1S110 family transposase 154321R (GOGGDEOC_00018)

IMGPR_plasmid_2869866812_000003 3150:25855(+)

aminoglycoside nucleotidyltransferase ANT(2")-la (NFOO0064.3) (JNAFJPGK_00041)
TEM family class A beta-lactamase (Nf—T)OOSSl 2) (JNAFJPGK_00040)
Glycerol-3-phosphate regulon repressor (JNAFJPGK_00039)
Tyrosine recombinase XerC (JNAFJPGK_00042)
Serine recombinase PinR (JNAFJPGK_00037)
Tn3 family transposase (JNAFJPGK (00038)15110 family transposase 154321R (JNAFJPGK_00043)

IMGPR_plasmid_2924933432_000003 17601:39304(+)

aminoglycoside nucleotidyltransferase ANT(2") la (NFO00064.3) (BGIBFMGJ_00064)
TEM family class A beta-lactamase (NF000531 2) (BGIBFMGJ_00062)
Glycerol-3-phosphate regulon repressor (BGIBFMGJ _00061)
1S110 fam||y transposase 1S4321R (BGIBFMGJ_00066)
1S5 family transposase 15903 (BGIBFMGJ_00063)
Tyrosine recombinase XerC (BGIBFMGJ_00065)
Serine recombinase PinR (BGIBFMGJ_00059) g T ‘
0.

56Tn3 family transposase (BGIBFMGJ_0006 69

KX |

IMGPR_plasmid_2872097386_000005 30529:57043(+)

quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (EKDCIIOA_00013)
AAC(6")-Ib family aminoglycoside 6'—N-aTcetyItransferase (NF033074.0) (EKDCIIOA_00011)
trimethoprim-resistant dihydrofolate reductase DfrA3b (NF000065.1) (EKDCIIOA_00016)
ANT(9) family aminoglycoside nucleotidyltransferase (NFO12212.1) (EKDCIIOA_00012)
sulfonamide-resistant dihydroptéroate syntha‘se?ul? (NF000295.1) (EKDCIIOA_00014)
TEM family class A beta-lactamase (NFO00531.2) (EKDCIIOA 00018)
Glycerol-3-phosphate regulon repressor (EKDCIIOA 00(519)
1S5 family transposase 15903 (EKDCIIOA 00017
Tyrosrne recombinase XerC (EKDCIIOA_00010)
Tn3 family transposase (EKDCIIOA _ 0020)
Serine recombinase PinR (EKDCIIOA 00021)] | 15

15110 family transposase IS4321R (EKDCIIOA_00009)

IMGPR_plasmid_2718218190_000004 3574:31217(-)

quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (AJAAPGGE_00072)
APH(3') family aminoglycoside O- pT\osphotransferase (NF033068.1) (AJAAPGGE_00069)
sulfonamide-resistant dihydropteroate synthase Sul2 (%00295 1) (AJAAPGGE_00073)
ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (AJAAPGGE_00070)
aminoglycoside nucleotidyltransferase ANT(2"")-la (NFO00064.3) (AJAAPGGE_00068)
OXA-2 family class D beta-lactamase (NFO00267.2) (AJAAPGGE_00071)
1S6 family transposase 156100 (AJAAPGGE_00075)
1S6 family transposase 1526 (AJAAPGGE_00076) \
I LTyrosme recombinase XerC (AJAAPGGE_00067)
Serine recombinase PlnR (AJAAPGGE_00078 (L
Tn3 family transposase (AJA‘AP‘GGE_O ‘ 0‘ 7‘
74

15110 family transposase 1S4321R (AJAAPGGE_00066)

IMGPR _plasmid_2718217916_000003 39729:65672(-)

TIGRFAMSs: mercury re5|stance system periplasmic binding protein MerP (TIGR02052.1) (MOHDINPN_00059)
quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (MOHDINPN_00049)
PRK|PRK13747.1: broad- spectrum mercury transporter MerE (NFO10310.2) (MOHDINPN_00055)
PRK|PRK13752.1: Hg(II) responswe transcrlptlonal regulator (NFO10315.0) (MOHDINPN_00061)

ANT(9)'f famlly amlnoglchSlde nucleotldyltransferase (NF012212.1) (MOHDINPN_00047)

sulfonamide-resistant dlhydropteroate synthase Sul2 (NF000295.1) (MOHDINPN_00050)
aminoglycoside nucleotidyltransferase ANT(2")-la (NFO00064.3) (MOHDINPN_00046)
mercury resistance co-régulator MerD (NF033783.1) (MOHDINPN_00056)
OXA—2 famlly class D beta-lactamase (NFO00267.2) (MOHDINPN_00048)
organomercurial transporter MerC (NF033784‘1)‘(M€HD|NI5N 00058)
mercuric transport protein MerT (NFO33560. 1) (MOHDINPN 00060)
‘ ﬂ TEM family class A t)eta Iact‘am‘aseﬁFOOOS31.2) (MOHDINPN_00044)
1S6 family transposase 156100 (MOHDINPN_00052)
Mercuric reductase (MOHDINPN_00057) | Jr | ]
54 Tr‘an‘sposon n3 resolvase (MOHDINPN_00043)

[T53] 51 | | | | [45] T Tn3family transposase Tn2 (MOHDINPN_00042)

IMGPR _plasmid 2811995315 000011 26693:56054(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (AGBHCFOJ_00060)
quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (AGBHCFOJ_00078)
BKC/GPC family carbapenem-hydrolyzing class A beta-lactamase (NFO033626.2) (AGBHCFOJ_00071)
Mph(E)/Mph(G) family macrolide 2'—pHosphotransferase (NF000241.1) (AGBHCFOJ_00063)
tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (AGBHCFOJ_00064)
organomercurial transporter MerC (NF033784.1) (AGBHCFOJ_00061)
TEM family class A beta-lactamase (NFOOO§31 2) (AGBHCFOJ_00058)

Glycerol-3-phosphate regulon repressor (AGBHCFOJ 00057) trimethoprim-resistant dihydrofolate reductase DfrA36 (NF033868.0) (AGBHCFOJ_00080)

putatlve chromate transport protein ( (AGBHCFOJ_00068)

15110 fam||y transposase 1S4321R (AGBHCFOJ _00069)
J 151182 family transposase ISKpn6 (AGBHCFOJ_00070)

1S110 family transposase 154321R (AGBHC C J_00 ‘55) ‘ 1521 famlly transposase ISKpn7 (AGBHCFOJ_00072)

IS5 family transposase |s903 (AGBHCFOJ_00059) \ \ ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (AGBHCFOJ_00079)
1S6 family transposase 1526 AGBHCFOJ 00062) sulfonamide-resistant dihydropteroate synthase?l2 NF000295.1) (AGBHCFOJ_00077)
Transcrlptlonal regulator (AGBHCFOJ_00067) \ Tyrosine recombinase XerC (AGBHCFOJ_00081)
‘ Tyrosme recombinase XerC (AGBHCFOJ 00075)
Tn3 family transposase I1SPsy42 (AGBHCFOJ 00074)
65 | | | 73 | 76| | 15110 family transposase 154321R (AGBHCFOJ_00082)

Serine recombinase PinﬁR(AGBHCF J_OOO‘ 3)
Tn3 family transposase (AGB‘HCFO‘J_O‘C)OST)
56

IMGPR_plasmid_2721755828_.000003 24995:70716(+)

15110 family transposase 1S4321R (JCGIJDBL_00098)
putative chromate transport protein (JCGIJDBL_00100)
1S110 fam famlly transposase 1S5075 (JCGIJDBL_00099)
ISé fam||y transposase 1S6100 (JCGIJDBL_00102)
Transcrlptnonal regulator (JCGIJDBL_00101)

IMGPR_plasmid_2851426014_000003 68582:80651(-)

Tn3 family transposase Tn3 (FINMDAME_00100)
FINMDAME_00099

IMGPR_plasmid_2636415768_000004 67060:77565(-)

BKC/GPC family carbapenem-hydrolyzing class A beta-lactamase (NF033626.2) (ENODBOPJ_00094)
151182 family transposase ISKpn6 (ENODBOPJ_00093)
Serine recombinase PinR (ENODBOPJ_00092)
| Tn3family transposase Tn3 (ENODBOPJ_00090)
T‘n3 far‘nily t‘ransposase (ENO‘DBOPJ_OOO91)
89

IMGPR_plasmid_2937745690_000005 57694:74137(-)

BKC/GPC family carbapenem-hydrolyzing class A beta-lactamase (NFO33626.2) (KPLNMLEJ_00073)
QnrVC family quinolone resistance pentapeptlde repeat protein (NFO00421.1) (KPLNMLEJ_00080)
AAC(6')-1b family aminoglycoside 6'-N- acetyltransferase (NF033074.0) (KPLNMLEJ 00085)
ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (KPLNMLEJ_00086)
aminoglycoside nucleotidyltransferase ANT(2")-1a (NFO00064.3) (KPLNMLEJ_00090)
TEM family class A beta-lactamase (NFO00531.2) (KPLNMLEJ_00089) 4
TEM family class A beta-lactamase (NFO00531.2) (KPLNMLEJ_00075)
Methyl-accepting chemotaxis protein McpQ (KPLNMLEJ_00077)
Gl‘ycerol 3+ phosphate reElTIon repressor (KPLNMLEJ_00076)
class D beta-lactamase (NF000270.1) (KPLNMLEJ_00087) | "[ LA
‘ ISESO famlly transposase ISEcp1 (KPLNMLEJ_00078
IS6 family transposase 1526 (KPLNMLEJ_00082)|
\ \ \ 156 family transposase 1526 (KPLNMLEJ_00074)
Transposon Tn3 resolvase (K LNMLEJ 00088) ‘ Serine recombinase PinR (KPLNMLEJ_00071)

Transposon Tn3 resolvase (KPLNMLEJ 00084) l Tn3 family transposase Tn3 (KPLNMLEJ_00069)
Aerotaxis receptor (KPLNMLEJ_00081) ITn3 family transposase (KPLNMLEJ_00070)
[ | || 183 | | 79 51182 family transposase ISKpné (KPLNMLEJ_00072)68

91

IMGPR_plasmid_2791355146_000002 41614:78461(-)

BKC/GPC family carbapenem-hydrolyzing class A beta-lactamase (NF033626.2) (KLECIEHP_00069)

AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NF033074.0) (KLECIEHP_00062)

ANT(9) family aminoglycoside nucIeotiagltransferase (NFO12212.1) (KLECIEHP_00061)

aminoglycoside nucleotidyltransferase ANT(2")-1a (NFO00064.3) (KLECIEHP_00057)

TEM family class A beta-lactamase (NFdOOS31 2) (KLECIEHP_00058)
151182 family transposase ISKpné (KLECIEHP_00068)

1S6 famlly transposase 1S26 (KLECIEHP_00072)
1S6 family transposase ISZéW(LECIEHP_OOO70)
1S6 family transposase 1526 (KLECIEHP_00085)
Transposon Tn3 kst‘)lvaseﬁ(LEClEHP‘_OOO‘éS) ‘
Serine'recombinase PinR (KLECIEHP_00067)
Tn3 family transposase (KLECIEHP_00066) \
class D beta-lactamase (NF000270.1) (KLECIEHP_00060) Tn3 fam|ly transposase Tn3 (KLECIEHP_00074)
Transposon Tn3 resolvase (KLECIEHP_00059)  Tn3 family transposase (KLECIEHP_00073)
56 | | T | | | |64 | Aerotaxisreceptor iKLECIEHP_OOO?l) 75

IMGPR_plasmid_2791354791 000005 27886:59457(+)

QnrVC family quinolone resistance pentapeptide repeat protein (NFO00421.1) (FMEHOMJL_00039)
aminoglycoside nucleotidyltransferase ANT(2")-la (NFOO&)64.3) (FMEHOMJL_00029)
type A chloramphenicol O- acetyltransferase (NFO00491.1) (FMEHOMJL_00042)
TEM family class A beta lactamase (NFO00531.2) (FMEHOMJL 00034)
TEM family class A beta Iactamase (NT00531 2) (FMEHOMJL_00030)
Methyl- acceptlng chemotaX|s proteln McpQ (FMEHOMJL_00036)
Glycerol-3- phosphate regulon repressor (FMEHOMJL 00035)
151380 family transposase ISEcp1 (FMEHOMJL_00037)
‘ ?n?fanﬂily transposase Tn2 (FMEHOMJL_00045)
IS6 family transposase 1526 (FMEHOMJL_00041)
1S6 family transposase I526 (FMEHOMJL_00044)
Serine recombinase PinR (FMEHOMJL_00046)
1S6 family transposase 1S26 (FMEHOMJL, 00033) ‘ Tn3 fam||y transposase Tn3 (FMEHOMJL_00048)
‘ ‘ Aerotaxis receptor (FME OMJL_OOO4O
Transposon Tn3 resolvase (FMEHOMJL_00031) vnstamih/‘trén‘sposase (FMEHOMUJL 00047)

28| | [32 | | | [s8| | [ [43]]] | 49

IMGPR _plasmid_2636415562_000003 13409:46943(+)

BKC/GPC family carbapenem-hydrolyzing class A beta-lactamase (NF033626.2) (MKOEAJDG_00077)
AAC(6')- Ibfamwammoglycoade 6'-N-acetyltransferase (NFO33074.0) (MKOEAJDG_00068)
APH(6)- Ifamllyamlnoglyc05|de0 phosphotransferase(NF012171 0) (MKOEAJDG_00092)
trimethoprim-resistant d|hydrofo|ate reductase DfrA (NF000330 1) (MKOEAJDG_00090)
sulfonamide- re5|stantd|hydropteroate synthase Sul2 (NF000295.1) (MKOEAJDG_00088)
aminoglycoside O- phosphotransferase APH(3")-1b (NF032895.1) (MKOEAJDG_00089)
type'B chloramphenicol O-acetyltransferase (NFO00490.1) (MKOEAJDG_00066)
aminoglycoside 3-N-acetyltransferase (NFO33082.0) (MKOEAJDG_00070)
TEM family class A beta-lactamase (NFO00531.2) (MKOEAJDG_00085)
SHV family class A beta-lactamase (NF000285.3) (MKOEAJDG_00082)
BPU family class D beta-lactamase (NFO12098.1) (MKOEAJDG_00067)
1S3 famliy transposase ISKpnll '(MKOEAJDG_00072)
Tun|camycm resistance protem (MKOEAJDG_00071)
151380 family transposase ISEcp1 (MKOEAJDG_00079) L
\ \ |53€ﬁlyt‘ransposase |sr<pn‘11 MKOEAJDG_00073)
n3 family transposase Tn2 (MKOEAJDG_00080) L
\ IngamllytransposaseIS26(M OEAJDG_00074)
Aminoglycoside 3'- phosphotransferase (MKOEAJD 00691) 1S6 family transposaselSZé MkOEAJDG _00069)
1S3 fam|lytransposase ISEhe3 MKOEAJDC 0008 Isé fam|lytransposase 1S26 (MKOEAJDG_00065)
1S3'family transposase ISEhe3 ( MKOEAJDG _00083) yJ| JDn3fan1llytransposaseTnAsl(MKOEAJDG _00064)
| “Tn3 family transposase Tn2 (MKOEAJDG_00075) | |1S3Family transposase ISEhe3 (MKOEAJDG_00058)
ransposon Tn3 resolvase (MKOEAJDG 060 1) Tn3 famllytransposase(MKOEAJDG 00063)
94 93 [ | [ 8elal [T| [78]76 I T 59 | 57

IMGPR_plasmid_2841336743_.000002 37881:75353(-)
k 10000 nt !

AMR



