tetracenomycin C efflux MFS transporter (NFO00025.1) (NDCELOFL_00031)
SprE (VF0358) (NDCELOFL_00036)

1S6 family transposase 1S431R (NDCELOFL_00033) NDCELOFL_00037 NDCELOFL_00040 NDCELOFL_00001 C4-dicarboxylic acid transporter DauA (NDCELOFL_00005)
NDCELOFL 00034 NDCELOFL_00039 NDCELOFL_00041 NDCELOFL_00003
NDCELOFL 00032 T NDCELOFL_00035 DCELOFL_0003: 38 \ T NDCELOFL_00002 NDCELOFL_00004 NDCELOFL_00006
{ HIEDD—@HE T Ea———K< — —CK HED

IMGPR_plasmid_3300053491 024071 23509:5538(+)

BJLEBNGH_00013
BJLEBNGH‘00011
BJLEBNGH_00010 BJLEBNGH_00012 BJLEBNGH_00017

¢ 0D I DE— (@K HTD

IMGPR_plasmid_3300053491_027772 4008:18589(+)

JODIKDMK_00033

JODIKDMK_00032 JODIKDMK_00034 C4-dicarboxylic acid transporter DauA (JODIKDMK_00001)
IMGPR_plasmid_3300053491_027753 20480:2503(+)
AJLJJKHI_00035 AJLJJKHI_00037
AJLJJKHI_00036
IMGPR _plasmid_3300053491 024974 24347:6380(+)
GILEJFLO_00008 GILEJFLO_00012
¢ H1 H {1 -d—H—K — —K HED

IMGPR_plasmid_3300053491_026028 2953:17575(+)

HOFGMDLB_00004
HOFGMDLB_00002 T HOFGMDLB_00008 HOFGMDLB_00009

D& — @ TR —E— << S EC D

I
IMGPR_plasmid_3300053491_024070 2543:17520(+)

KEHMAMOK_00039
KEHMAMOK_00038 KEHMAMOK_00040

E—CO - HED

—
IMGPR_plasmid_3300053491_ 027740 25102:5316(+)

KGNDHGCH_00029 KGNDHGCH_00030

—CH - —d————{—ax— HTD

I
IMGPR_plasmid_3300053491_033667 16707:29529(+)

BKHCDIAB_00012
BKHCDIAB_00013 BKHCDIAB_00011

) —C O {rTE-a— - HED

I
IMGPR_plasmid_3300053491 027749 2100:14861(-)

EAFIKCKM_00011

B OO -O——"——{-aK H

IMGPR_plasmid_3300053491_027758 4773:17573(+)
DBCCFPAN_00025

O — T O {ian—@—H—((H—aEK - HED

—
IMGPR_plasmid_3300053491 030763 13128:25903(-)

NMNLJLLM_00035 NMNLJLLM_00036

E—E O {pd— < ——aC. HED

I
IMGPR_plasmid_3300053491_032772 22592:2890(+)

1S6 family transposase 1S431mec (PLFPCPAK_00042)
PLFPCPAK_00038 PLFPCPAK_00041

S )—C T {is—— DO« —

I
IMGPR_plasmid_3300053491 024976 25005:3137(+)
GMHEEABH_00022 GMHEEABH_00021

EO)— e — << —d

IMGPR_plasmid_3300053491 030787 11861:22545(-)
NLKIICNP_00001 NLKIICNP_00038

5P e a—— -

I
IMGPR_plasmid_3300053491_ 030781 1:5205(-), 27143:32595(-)

1S6 family transposase 1S431R (BKHIBLGI_00035)
BKHIBLGI_00031 BKHIBLGI_00032 T BKHIBLGI_00036

O —C T OO — D<K —

——
IMGPR _plasmid_3300053491 040893 21150:31822(+)

COIAKFEA_OOOZS
COIAKFEA_00024
COIAKFEA_00023 ‘ COIAKFEA_00027

O —C O {{EsEp-dHHO—)— (K —

—
IMGPR_plasmid_3300053491 030802 16507:27179(+)
LKJGHBJM_00017 LKJGHBJM_00018

B —~C OO O—— K

I
IMGPR_plasmid_3300053491_024973 8586:21345(+)
EBONIGPH_00015EBONIGPH_00014

) — O {iy-d—— (DK HE

—
IMGPR _plasmid 3300053491 027741 4594:17344(-)

1S6 family transposase 1S431mec (NAOKEOCF_00040)
35 36 37 38 39 [ 1 7 8

O —@ O Eep@E— I —@C HE -

—
IMGPR_plasmid_3300053491_026008 25119:6512(+)

PFLKOIKN_00037
PFLKOIKN_ 00036 ~ PFLKOIKN_00039 PFLKOIKN_00001
PFLKOIKN_00035 | PFLKOIKN_00040

ED— @1 7 P& —p @@ HESD-{D

—
IMGPR_plasmid_3300053491 030804 25068:6435(+)

BHHOJEOE_00021 BHHOJEOE 00018
BHHOJEOE_00025 T BHHOJEOE_00019 BHHOJEOE_00017

o < (——C DT ed— 4O«

IMGPR_plasmid_3300053491_030778 9833:22281(-)

MLIACIGF_00032
MLIACIGF_00031 MLIACIGF_00033

T <(—— @ TR DaE—/ (D —@

IMGPR_plasmid_3300053491_037355 20049:32482(+)

BADJKLEK_00001 BADJKLEK_00039
BADJKLEK_00040

- —@ O {Erm{eed——— - DA

I
IMGPR_plasmid_3300053491_ 027754 1:4386(-), 26248:32507(-)

OOMBFCJM_00040
OOMBFCJM_00033 OOMBFCJM_00039 OOMBFCJM_00041

¢ o I OO o Epd D HEED—CK HTD

IMGPR_plasmid_3300053491_ 024980 23221:5170(+)

GBFJIMFN_00031 GBFJIMFN_00032

& —p— @ —-d—— O

I
IMGPR_plasmid_3300053491_027770 21345:1586(+)
1S6 family transposase 1S431R (LIIEGBFO_00014) LIIEGBFO_00019LIIEGBFO_00020

IMGPR_plasmid_3300053491_ 033670 6625:19086(+)
ODIMKNLG_00010 ODIMKNLG_00011

¢ HEEDD D ———<K HED—A

IMGPR_plasmid_3300053491 027747 3320:15772(+)

LDLNJLGA_00003

am<r——> T —O— > — ([ —EK HTD

—
IMGPR_plasmid_3300053491_027739 1:9152(-), 27065:32458(-)

k 5000 nt i

Virulence AMR
I



