Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (BADJKLEK_00016)
3-hexulose-6-phosphate isomerase (BADJKLEK_00021)
PTS system galactitol-specific EIIC component (BADJKLEK_00022)

csa3_I_lI_INI_IV_V_VI_2 (BADJKLEK_00019) Putative transposon Tn552 DNA-invertase bin3 (BADJKLEK_00025)
BADJKLEK_00015 BADJKLEK_00018 BopD (VF0362) (BADJKLEK_00023)
T \ BADJKLEK_00017 BADJKLEK_00020 Ribokinase (BADJKLEK_00024)
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IMGPR_plasmid_3300053491_027754 11128:20812(+)
NMNLJLLM_00018 NMNLJLLM_00016 NMNLJLLM_00013

—
IMGPR_plasmid_3300053491 032772 6175:15837(-)

NDCELOFL_00023
NDCELOFL_00024 NDCELOFL_00016

— — ——
IMGPR _plasmid_3300053491 024071 8837:18975(-)

Ribulose-phosphate 3-epimerase (PLFPCPAK_00016)
PLFPCPAK_00017

IMGPR plasmid_3300053491 024976 9392:18240(-)
DBCCFPAN_00006

—
IMGPR_plasmid_3300053491 030763 154:8986(+)
KEHMAMOK_00020 KEHMAMOK_00017

—
IMGPR_plasmid_3300053491_027740 9445:18297(-)

Replication initiation protein (NLKIICNP_00014)
NLKIICNP_00020 NLKIICNP_00021

i%

—
IMGPR _plasmid_3300053491_030781 11111:19922(+)
COIAKFEA_00007

—
IMGPR_plasmid_3300053491_030802 1788:10633(-)

BHHOJEOE_00037 BHHOJEOE_00040
T BHHOJEOE_00038 T 3-hexulose-6-phosphate isomerase (BHHOJEOE_00042)

—
IMGPR_plasmid_3300053491_030778 26350:3578(+)

BACLPHAK_00013
BACLPHAK_00012

!H

—
IMGPR_plasmid_3300053491_038760 5940:13617(-)

BKHCDIAB_00031
BKHCDIAB_00029 T BKHCDIAB.00032

—
IMGPR_plasmid_3300053491_ 027749 20699:28374(+)
PFLKOIKN_00019

—
IMGPR_plasmid_3300053491_030804 11557:19193(-)

ODIMKNLG_00038 ODIMKNLG_00033
ODIMKNLG_00002 ODIMKNLG_00039 ODIMKNLG_00034|  ODIMKNLG_00032

IMGPR _plasmid_3300053491_027747 1:2748(-), 22984:32583(-)

4000 nt 1

Defence Virulence AMR
I BN ——



