Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (BKHCDIAB_00028)
Replication initiation protein (BKHCDIAB_00025) csa3_I_II_IN_IV_V_VI_2 (BKHCDIAB_00034)
BKHCDIAB_00026 E BKHCDIAB_00031  Ribulose-phosphate 3-epimerase (BKHCDIAB_00035)
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BKHCDIAB_00023 |  BKHCDIAB_00027 | BKHCDIAB_00030 | BKHCDIAB_00033 3-hexulose-6-phosphate isomerase (BKHCDIAB_00036)
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quaternary ammonium compound efflux SMR transporter QacC (NFO00023.1) (ECAJEBFG_00017)
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LKJGHBJM_00001 LKJGHBJM_00043 PTS system galactitol-specific EIIC component (LKJGHBJM_00038)
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1S6 family transposase 1S431R (KEHMAMOK_00027) KEHMAMOK_00020 KEHMAMOK_00017
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Quaternary ammonium compound—resiitance protein QacC (LIIEGBFO_00003)
1S6 family transposase 1S431mec (LIIEGBFO_00008)
LIIEGBFO_00007 \ LIIEGBFO_00001
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Quaternary ammonium compound-resisﬁtgnce protein QacC (EAFIKCKM_00036)
1S6 family transposase 1S431mec (EAFIKCKM_00042) EAFIKCKM_00035
EAFIKCKM_00002 ‘| EAFIKCKM_00041 [T EAFIKCKM_00034 3-hexulose-6-phosphate isomerase (EAFIKCKM_00028)

— -G §— BT ——DED K l

—
IMGPR_plasmid_3300053491_027758 1:2434(-), 23764:32593(-)

Quaternary ammonium compound-resistance protein QacC (GMHEEABH_00038)
GMHEEABH_00039
GMHEEABH_ 00037 | | GMHEEABH_00040
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BJLEBNGH_00004
BJLEBNGH_00003 Quaternary ammonium compound-resistance protein QacC (BJLEBNGH_00037)
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