TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (HMEGFLEL_00133)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (HMEGFLEL_00137)
mercury resistance co-reéulator MerDT(NF033783.1) (HMEGFLEL_00136)
mercuric transport protein MerT (NFO33560.1] (HMEGFLEL_00132)
organomercurial lyase MerB (NFO33555.1) (HMEGFLEL_00135)
ISL3 family transposase ISStma11 (HMEGFLEL_00131)
15110 family transposase 1S4321R (HMEGFLEL_00130)
‘ ‘ 15110 family transposase 1S5075 (HMEGFLEL_00142)
156 family transposase 1526 (HMEGFLEL 00140)
156 family transposase ISlS (HMEGFLEL 00139)
124 ‘ ‘ Tn3 famil y transposase TnAs2 (HMEGFLEL_00141)

12‘;, Mercuric reductase(HMEGlfLEL o 134)
[125 128 144 147
122 T 126 127129 138 143 145 146

IMGPR_plasmid_2939086508_000002 96106:118367(+)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (EBAIICOK_00145)
PRK|PRK13747.1: broad—spectrumeercury transporter MerE (NFO10310.2) (EBAIICOK_00141)
mercury resistance co-regulator MerD (NFO33783.1) (EBAIICOK_00142)
mercuric transport protein MerT (NFO33560.1) (EBAIICOK_00146)
organomercurial Iyasje‘MerB (NF033555.1) (EBAIICOK_00143)
ISL3 family transposase 1SStma11 (EBAIICOK_00147)
15110 family transposase 154321R (EBAIICOK_00148)
156 family transposase 1526 (EBAIICOK_00138)
I éfam|lytransposase IS@(EBAIICOK 00139)
\ \ \ Tn3 family transposase TnAs2 (EBAIICOK_00137)
Mercuric reductase (EBAIICOK_00144)
| |]] | []240 | | 15110 family transposase 155075 (EBAIICOK_00136)

IMGPR_plasmid_2687453519 000001 103573:125834(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (OINFPEOO_00097)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NFO010310.2) (OINFPEOO_00093)
mercury resistance co—reéulator MerD (NFO33783.1) (OINFPEOO_00094)
mercuric transport protein MerT (NF033560 1} (OINFPEOO_00098)
organomercurial lyase MerB (NFO33555.1) (OINFPEOO_00095)
ISL3 family transposase 1SStma11 (OINFPEOO_00099)
15110 family transposase 1S4321R (OINFPEOO_00100)
156 family transposase 1526 (OINFPEOO_00091)
Serine recombinase PinR (OINFPEOO_00090)
Tn3 family transposase TnAs2 (OINFPEOO_00089)
Mercuric reductase (OINFPEOO_00096)
108 | | ]] | 92| | | 15110 family transposase 155075 (OINFPEOO_00088)

IMGPR_plasmid_2939101819_000002 71533:93879(-)

TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CCFGNMAB_00156)
Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (CCFGNMAB_00180)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (CCFGNMAB_00160)
AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (CCFGNMAB_00179)
CmlA/FloR family chloramphenicol efflux MFS trans?o‘rter (NF033134.0) (CCFGNMAB_00178)
Mph(E)/Mph(G) family macrolide 2'-| phosphotransferase (NF000241.1) (CCFGNMAB_00170)
APH(3")-I family amlnoglyc05|de O- phosphotransferase (NF033059.2) (CCFGNMAB_00168)
trimethoprim- res|stant d|hydrofo|ate reductase DfrA NF000330 1) (CCFGNMAB_00175)
ANT(9) family amlnoglyc05|de nucleotldyltransferase NF012212 1) (CCFGNMAB_00176)
tetracycline efflux MFS transporter Tet(V) (NF012178.0) (CCFGNMAB_00171)
mercury resistance co-regulator MerD (NF033783.1) (CCFGNMAB 00159) ‘ ‘
‘ OXA-2 famlly class D beta-| Iactamase (NF000267.2) (CCFGNMAB_00177)
mercuric transport protein MerT (N 033560.1) (CCFGNMAB OOlSS)QanC family quinolone resistance pentapeptide repeat protein (NFO00421.1) (CCFGNMAB_00181)
organomercurial Iyase MerB (NF033555 1) (CCFGNMAB._ 00158) ‘ ‘ ‘

|stsfam||y transposase 1S15DI (CCFGNMAB 00163
ISL3 family transposase 1SStma11 ( CCF¢NMAB 00154) ISéfamlIytransposaseI56100 (CCFGNMAB_00173
ISééfamlIytransposaseISAemeS (CC#GNMAB 00164) \ ‘ ‘

1S110 family transposase I1S4321R (CCV;L MAB_00153) 156 famlly transposase 1526 (CCFGNMAB. 00169) 15110 family transposase 1S5075 (CCFGNMAB_00185)

‘ ‘ IS(IS family transposase 1526 (CCFGNMAB_00167) Tyrosine recombrnase @ (CCFGNMAB_00182)
Mercuric reductase (CCFGNMAB_00157) 166 Tn3 tamily transposase TnAs2 (CCFGNMAB_00184)
165 | 172 174 DNA-invertase hin (CCFGNMAB_00183)

|11 T | [[161 162 |
OMEDDHDDD

IMGPR_plasmid_2847845980_000001 112675:154031(+)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (GIGHFPHI_00139)

quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (GIGHFPHI_00155)

PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (GIGHFPHI_00143)

APH(3')-I'family aminoglycoside O-phosphotransferase (NFO33059.2) (GIGHFPHI_00146)

ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (GIGHFPHI_00156)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) i GIGHFF‘HI _00154)

| | mercury resistance co-regulator MerD (NFO33783.1) (GIGHFPHI_00142)
15110 family transposase ISSO75 (GIGHFPHI _00160) mercuric transport protein MerT (NF033560.1) (GIGHFPHI_00138)

1S21 family transposase 151326 (GIGHFPHI_ 00152) ‘
1S6 family transposase 1515 (GIGHFPHI_00145)
1S6 family transposase 1526 (GIGHFPHI_00147)
1S3 family transposase 151353 (GIGHFPHI_00150)
Tyrosine recombinase XerC ‘(GI‘GHFPHI_00157) organomercurial |yase MerB
Tn3'family transposase TnAs2 (GIGHFPHI_00159)
DNA-invertase hin (GIGHFPHI_00158)
\ I T | 1] 153] 151

NFO33555‘ J) (GIGHFPHI_00141)
ISL3 'family '‘transposase 155tma11 (GIGHFPHI_00137)
148| Mercuric reductase (GIGHFPHI_00140)
1491 | | | 144]] | || | 15110 family transposase 154321R (GIGHFPHI_00136)

IMGPR_plasmid_2687453150_000001 102858:130543(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (BIMLHKAM_00139)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (BIMLHKAM_00143)
QnrVC family quinolone resistance pentapeptide repeat protein (NFO00421.1) (BIMLHKAM_00163)
Mph(E)/M[HG) family macrolide 2'-phosphotransferase (NFO00241.1) (BIMLHKAM_00154) ‘
trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (BIMLHKAM_00150)
NT(9) family aminoglycoside nucleot|dyltransferase (NF012212.1) (BIMLHKAM_00151)
aminoglycoside 6'-N-. acetyltransferase groupE (NF043067.1) (BIMLHKAM_00149)
VIM family subclass B1 metallo-beta-lactamase (NFO12100. 0) (BIMLHKAM_00148)
tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (BIMLHKAM_00155) \
mercury resistance co-regulator MerD (NF033783.1) (BIMLHKAM_00142)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (BIMLHKAM_00141)
putative chromate transport protein (BIMLHKA | 00159) organomercurial transporter MerC (NF033784.1) (BIMLHKAM_00140)
IS110 family transposase 154321L (BIMLHKAM 00160) | | mercuric transport protein MerT (NF033560.1) (BIMLHKAM_00138)
IS6 family transposase 156100 (BIMLHKAM_00157) | ISL3 family transposase [SStma11 (BIMLHKAM_00137)
ISéfamlIytransposaseISZé BIMLHKA _00153) ‘ ‘ ‘
| 16 family transposase 1526 (BIMLHKAM_00146)
Tyrosﬁne recomblnase XerCTIMLHKAM 0(5147) ‘
Transcriptional regulator (BIMLH AM_00158)
164 | 1e1| | T |1s6 | | [152

putative signaling protein (BIMLHKAM_00144)
[ | | | 15Tl | ||| 15110 family transposase IS4321L (BIMLHKAM_00136)

IMGPR_plasmid_2859691592_000002 96810:126124(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (PLJPIHHH_00145)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (PLJPIHHH_00141)
Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NFO00241.1) (PLJPIHHH_00129)
trimethoprim-resistant dihydR)late reductase DfrA (NFO00330.1) (PLJPIHHH_00134)
ANT(9) family aminoglycoside nucleotidyltransferase (NFO12212.1) (PLJPIHHH_00133)
aminoglycoside 6'-N-acetyltransferase, group E (NFO43067.1) (PLJPIHHH_00135)
VIM family subclass B1 metallo-beta-lactamase (NFO12100.0) (PLJPIHHH_00136)
tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (PLIPIHHH_00128) | L
mercury re5|stance co-regulator MerD (NF033783.1) (PLJPIHHH_00142)
‘ organomercurlal transporter MerC (NF033784.1) (PLJPIHHH_00144)
TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (PLJPIHHH_00143)
putative chromate transport protein (PLJP HHH_00124) |mercuric transport proteln MerT NF033560.1) (PLJPIHHH_00146)
1S6 family transposase 156100 (PL‘JPlHHH,ooQé)'L ISL3 family transposase |§5tma11 (PLJPIHHH_00147)
IS1 family transposase IS1R ( HH.00132) || ||
1S6 famlly transposase 1S26 (PLJPIHHH 00138
IS6 family transposase 1526 (PLIPIHHH_00130)
‘ Tyrosme recomblnase XerC (PLJPIHH 00137
Transcriptional regulator (PLJPIHHH OOlZS)i
123 | T [122 | | |18 [

0140)
\ 15110 family transposase 1S4321L (PLJPIHHH_00148)

putatlve S|gna||ng proteln (PLJPIHH

| [ | | 139 T]|

IMGPR _plasmid_2869866812 000004 89722:117709(+)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (GBGEHDGD_00143)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (GBGEHDGD_00147)
Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NFO00241.1) (GBGEHDGD_00158)
trimethoprim-resistant dihydrﬁate reductase DfrA (NFO00330.1) (GBGEHDGD_00154)
ANT(9) family aminoglycoside nucleotidyltransferase (NFO12212.1) (GBGEHDGD_00155)
aminoglycoside 6'-N-acetyitransfer?s€, ‘group E (NF043067.1) (GBGEHDGD_00153)
VIM family subclass B1 metallo-beta- Iactamase (NF012100.0) (GBGEHDGD_00152)
tetracycline efflux MFS transporter Tet(V) (NF012178.0) (GBGEHDGD_00159)| |
mercury resfstance co-regulator MerD (NF033783.1) (GBGEHDGD_00146)
organomercunaltransporter MerC (NF033784.1) (GBGEHDGD_00144)
’J mercuric transport proteln MerT(NFO3356O 1) (GBGEHDGD_00142)
TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (GBGEHDGD_00145)
putative chromate transport protein (GBGEHDGD_00164) ‘ ‘ ‘ ‘
IS6 family transposase 156100 (GBGEHDGD_00161) | 1SL3 family transposase ISStma11 (GBGEHDGD_00141)
T ISéfamﬂytransposase 1526 (GBGEHDGD_00150)
196 family transposase 1526 (GBGEHbGD 0017) ‘
Tyrosme recombinase XerC (GBGEHDGD_00151)
Transcriptional regulator (GBGEH GD' 00162)
165163 | 160 | | [156

putat|vesTgEal|ngprote|n(GBGEHD _00148)
[ | | | 249 || | ||| 1s110familytransposase 1S4321L (GBGEHDGD_00140)

IMGPR_plasmid_2872097386_000004 96797:124783(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (GIAMJKIG_00033)
PRK|PRK13747.1: broad-spectrum mercury transpgrter MerE (NFO10310.2) (GIAMJKIG_00037)
Mph(E)/Mph(G) family macrolide 2'- phosphotransferase (NF000241.1) (GIAMJKIG_00041)
tetracycline efflux MFS tr?i?\sporter Tet(V) (NFO12178.0) (GIAMJKIG_00042)
mercury resistance co-regulator MerD (NF033783.1) (GIAMJKIG_00036)
organomercunal transporter MerC (NF033784.1) (GIAMJKIG_00034)
mercurlc transport proteln MerT (NF033560.1) (GIAMJKIG_00032)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (GIAMJKIG_00035)
\ ISL3 family transposase 155tma11 (GIAMJKIG_00031)
putative chromate transport protein (GIAMJKIG_00048)
IS6 family transposase 156100 (GlAMJKl‘G,oo‘o44()l ||
|s6 famlly transposase 1526 (GIAMJKIG_0004

Transcrlpt|ona| regulator GImJKIG 00045)‘ ‘ ‘

putative S|gnal|ng protein (GIAMJKIG_00038)

47 ‘ 43 | | | 39 T1l | ||l Is110familytransposase 154321R (GIAMJKIG_00030)

IMGPR_plasmid_2687453540_000001 16993:35298(-)

NDM family subclass B1 metallo-beta-lactamase (NF000259.2) (GMDENGIK_00074)
bleomycin binding protein Ble-MBL (NF012202.0) (GMDENGIK_00075)
CMY-2 family class C beta-lactamase (NFO00191.1) (GMDENGIK_00076)
HTH- type transcr|pt|ona| activator AmpR (GMDENGIK_00077)
Hydrogenase maturation factor HybF (GMDENGIK_00078)
\ \ \ \ 15110 family transposase 155075 (GMDENGIK_00070)
1S6 family transposase 1526 (GMDENGIK_D0073)
Tn3 family transposase TnAs2 (GMDENGIK_00071)
NA-invertase hin (GMDENGIK_00072)

AADAAE DDA

IMGPR_plasmid_2896807372_000004 56949:71257(-)

guaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (EICFCLBH_00081)
AAC(6')-1b family aminoglycogde 6'-N-acetyltransferase (NFO33074.0) (EICFCLBH_00082)
APH(3') family aminogly‘ccEde O-phosphotransferase (NFO33068.1) (EICFCLBH_00087)
APH(3') family aminoglycoside O-phosphotransferase (NF033068.1) (EICFCLBH_00078)
NDM family subclass B1 metallo-beta-lactamase (NF000259.2) (EICFCLBH_00076)
Sal family ABC-F type ribosomal protection protein (NFO00169.2) (EICFCLBH_00093)
Mph(B) family macrolide 2'-phosphotransferase (NFO00242.2) (EICFCLBH_00092)
|530 famllytransposase‘ ISAba125 (EICFCLBH_00088)
1S30 famllytransposase ISAbaléSTICFCLBH 00086)
‘ ISé family transposase ISlSDII (EICFCLBH_00089)
1S6 family transposase 1526 (EICFCLBH_00( 00084) \ 15110 family transposase 154321R (EICFCLBH_00097)
1530 family transposase ISAba125 (EICFCLBH_00077) 1S6 family transposase 1S26 (EICFCLBH_00094)
Tyrosine recombinase XerC (EICFCLBH_00083) DNA-invertase hin (EICFCLBH_00095)
| [ | T |8 | | | | 9091Tn3familytransposase TnAs2 (EICFCLBH_00096)

IMGPR_plasmid_2897298125 000002 56091:84493(+)

quaternary ammonlum compound efflux SMR transporter Qack (NFO00276.2) (FPENEHMK_00148)
trimethoprim-i re5|stant dlhydrofolate reductase DfrA36 (NFO33868.0) (FPENEHMK_00146)
ANT(9) family amlnoglyc05|de nucleotidyltransferase (NFO012212.1) (FPENEHMK_00147)
‘ 15110 family transposase 1S4321L (FPENEHMK_00142)
Tyrosine recombinase XerC (FPENEHMK_00145)
Tn3 family transposase TnAs2 (FPENEHMK_00143)
DNA-invertase hin (FPENEHMK_00144)

GO FEEO- PN

IMGPR_plasmid_2909278081_000001 96796:113172(-)

quaternary ammonium compound efflux SMR transporter Qack (NFO00276.2) (HIBODDEP_00020)
trirﬂéthoprim—resistant dihydrofolate reductase DfrA36 (NFO33868.0) (HIBODDEP_00022)
ANT(9) fanﬁly aminoglycoside nucleotidyltransferase (NF012212.1) (HIBODDEP_00021)

‘ 15110 family transposase 1S5075 (HIBODDEP_00026)
Tyrosine recombinase XerC (HIBODDEP_00023)
Tn3 family transposase TnAs2 (HIBODDEP_00025)
DNA-invertase hin (HIBODDEP_00024)

AEED- ST D-(EEHY

IMGPR_plasmid_2843773094_000001 14565:26969(+)

quaternary ammonium compound efflux SMR transporter QackE (NFO00276.2) (CDINOAIO_00141)
trimethoprim-resistarrt dihydrofolate reductase DfrA36 (NFO33868.0) (CDINOAIO_00143)
ANT(9) family aminogiycosidenucleotidyltransferase (NF012212.1) (CDINOAIO_00142)
bleomycin binding protein Ble-MBL (NF012202.0) (CDINOAIO_00137)
‘ ‘ 15110 family transposase 1S5075 (CDINOAIO_00147)
Tyrosine recomblnase XerC (CDINOAIO_00144)
Tné famlly transposase TnAs2 (CDINOAIO_00146)
DNA-invertase h|n£DIN6AIO_00145)

EKH -EKEHIE- DT (ETKN

IMGPR _plasmid_2857228895_000001 110525:127452(+)

quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (LFDBBDDD_00148)
aminoglycoside nucTeotidyItransferase ANT(2")-la (NFO00064.3) (LFDBBDDD_00149)
15110 family transposase 1S4321L (LFDBBDDD_00153)
Tyrosine recomblnase XerC (LFDBBDDD_00150)
Tn3 famlly transposase TnAs2 (LFDBBDDD_00152)
DNA-invertase hmiLFDBBBDD_OOlSl)

G KD DT EEHY

IMGPR _plasmid_2718217905_000003 115344:130553(+)

quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (KMNAGAPB_00139)
aminoglycoside nucleotidyltransferase ANT(2")-1a (NFO00064.3) (KMNAGAPB_00138)
15110 family transposase 154321L (KMNAGAPB_00134)
Tyrosine recombinase XerC (KMNAGAPB_00137)
Tn3 family transposase TnAs2 (KMNAGAPB_00135)
DNA-invertase hin (KMNAGAPB_00136)

00 o O O 5 B I B (O

IMGPR_plasmid_2877210606_000002 96392:111601(-)

guaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (DNCLCBPJ_00142)
aminoglycoside nucleotidyltransferase ANT(2")-la (NFO00064.3) (DNCLCBPJ_00141)
15110 family transposase 1S4321L (DNCLCBPJ_00137)
Tyrosine recombinase XerCWCLCBPJ_OOMO)
Tn3‘fa‘mmransposase TnAs2 (DNCLCBPJ_00138)
DNA-invertase hin (ONCLCBPJ_00139)

G- DTN

IMGPR_plasmid_2860623524_000004 96801:108036(-)

quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (LIEHOEGK_00064)
AAC(6)-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (LIEHOEGK_00065)
Tn3'family transposase TnAs2 (LIEHOEGK_00069)
Tyrosine recombinase XerC (LIEHOEGK_00066)
DNA-invertase hin (LIEHOEGK_00067)

| | T 68 | 1S110familytransposase IS4321L (LIEHOEGK_00070)

IMGPR_plasmid_2718218259_000003 52241:63586(+)

quaternary ammonium compound efflux SMR transporter QackE (NFO00276.2) (CDJNFOON_00128)
AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (CDJNFOON_00127)
15110 family transposase 1S4321L (CDJNFOON_00123)
Tyrosine recombinase XerC @NFOON_OOlZé)
Tn3 family'transposase TnAs2 (CDJNFOON_00124)
DNA-invertase hin (CDJNFOON_00125)

X0 e o I

IMGPR_plasmid_2718218133_000003 89397:100750(-)

aminoglycoside nucleotidyltransferase ANT(2")-1a (NFO0O0064.3) (DOIAHMHL_00001)
1S110 family transposase I1S4321R (DOIAHMHL_00005)
yrosine recombinase XeérC (DOIAHMHL_00002)
Tn3family transposase TnAs2 (DOIAHMHL_00004)
DNA-invertase hin (DOJIAHMHL_00003)

OO

IMGPR_plasmid_2554235223 000010 66:9965(+)

Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (AHNPDHME_00024)
quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (AHNPDHME_00017)
CmlA/FloR family chloramphenlcol efflux MFS transporter (NFO33134.0) (AHNPDHME_00021)
ANT(9) family aminoglycoside nucleotidyltransferase (NFO12212.1) (AHNPDHME_00019)
aminoglycoside nucleotidyltransferase ANT(2")-la (NFOO0064.3) (AHNPDHME_00023)
NAD(+)--rifampin ADP-ribosyltransferase (NFO033144.1) (AHNPDHME_00022)
OXA-2 family class D beta-lactamase (NF000267.2) (AHNPDHME_00020)
‘ 15110 family transposase 1S5075 (AHNPDHME_00028)
Tyrosine recombinase XerC (AHNPDHME_ WZS

Tn3 family transposase TnAs2 (AHNPDHME 00027)

DNA-invertase hin (AHNPDHME_OOOZé

18

IMGPR_plasmid_2687453585_000004 13912:31493(+)

quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (BNALGOEL_00150)
CmlA/FloR famlly chloramphenicol efflux MFS transporter (NFO33134.0) (BNALGOEL_00147)
ANT(9) famlly amlnoglyc05|de nucleotidyltransferase (NFO12212.1) (BNALGOEL_00145)
ANT(‘?) famlly amlnoglyc05|de nucleotidyltransferase (NFO12212.1) (BNALGOEL_00149)
Tyrosme recombinase XerC (BNALGOEL_00144)
Tn3 family transposase TnAs2 (BNALGOEL_00142)
DNA-invertase hin (BNALGOEL 00143)
148| 146 | | | | 15110 family transposase 155075 (BNALGOEL_00141)

IMGPR _plasmid_2561511241 000005 105095:119666(-)

quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (HIEDAFFN_00165)
BKC/GPC famlly carbapenem hydrolyzing class A beta-lactamase (NF033626.2) (HIEDAFFN_00168)
trlmethoprlm resistant dlhydrofolate reductase DfrA (NFO00330.1) (HIEDAFFN_00162)
ANT(9) farnily aminoglycoside nucleotidyltransferase (NFO12212.1) (HIEDAFFN_00163)
NAD(+)--r|famp|n ADP ribosyltransferase (NFO33144.1) (HIEDAFFN_00161)
Spermidine export proteln MdtJ (HIEDAFF—N 00169)
Tyrosine recomblnase XerC (HIEDAFFN_00160)
Tn3 famlly transposase TnAs2 (HIEDAFFN_00158)
DNA-invertase hin (HIEDAFFN_00159)
w64 | ||| T 15110 family transposase 155075 (HIEDAFFN_00157)

IMGPR_plasmid_2636415517_000001 122609:142904(-)

quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (MMHABOFP_00152)

AN?(‘?) family aminoglycoside nucleotidyltransferase (NF012212.1) (MMHABOFP_00146)

aminoglycoside 3-N-acetyltransférase (NFO33082.0) (MMHABOFP_00147)

1S256 family transposase ISEC58 (MMHABOFP_00151)
Tyrosine recombinase XerC (MMHABOFP_00145)

Tn3 family transposase TnAs2 (MMHABOFP_00143)
10 kDa chaperonin (MMHABOFP_00148)
GroEL (VF0594) (MMHABOFP.00149) 1S110 family transposase 155075 (MMHABOFP_00142)

150 ~ DNA-invertase hin(MMHABOFP_00144)

I
IMGPR_plasmid_645047325_000001 106795:124856(-)

CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (FKLJCDEO_00214)
trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (FKLJCDEO_00212)
NAD(+)-‘-rifamHn ADP-ribosyltransferase (NFO33144.1) (FKLJCDEO_00213)
OXA-2 family class D beta-lactamase (NF000267.2) (FKLJCDEO_00215)
‘ ‘ 1S110 family transposase IS4321R (FKLJCDEO_00208)
Tyrosine recombinase XerC (FKLJICDED_00211)
LDNA‘-invért‘ase’En (FKLJCDEO_00210)
Tn3 family transposase TnAs2 (FKLICDEO_00209)

IMGPR_plasmid_2848568905_000001 166605:180100(-)

ANT(3")-la family aminoglycoside nucleotidyltransferase AadA1 (NF033126.1) (EGLLPHOO_00111)
quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (EGLLPHOO_00110)
CmlA/FloR family chIorampheTnicoI efflux MFS transporter (NFO33134.0) (EGLLPHOO_00113)

trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (EGLLPHOO_00115)

NAD(+)--rifampin ADP ribosyltransferase (NFO33144.1) (EGLLPHOO_00114)
bleomycin binding protein Ble- MBL NF012202.0) (EGLLPHOO_00104)
OXA-2 family class D beta-lactamase (NF000267.2) (EGLLPHOO_00112)
‘ ‘ IﬁSllO family transposase 1S4321R (EGLLPHOO_00119)
Tyrosine recombinase XerC (EGLLPHOO_00116)

‘ Tn3 family transposase TnAs2 (EGLLPHOO_00118)

DNA-invertase hin (EGLLPHOO_00117)
IMGPR _plasmid_2852493762_000001 84922:106575(+)

quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (ENNFBFLJ_00155)
trimethoprim-resistant dihydrofolate reductase DfrA36 (NFO33868.0) (ENNFBFLJ_00153)
ANT(9) famﬁily aminoglycoside nucleotidyltransferase (NF012212.1) (ENNFBFLJ_00154)

‘ 15481 family transposase ISKpn28 (ENNFBFLJ_00152)

IMGPR_plasmid_2860589870_.000004 106983:114434(-)

BKC/GPC family carbapenem-| hydrolyzmg class A beta-lactamase (NF033626.2) (LLNPKJHB_00186)
APH(6)-1 family amlnoglyc05|de O-phosphotransferase (NF012171.0) (LLNPKJHB_00193)
trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (LLNPKJHB_00176)
aminoglycoside O—phosphotransferase APH(3")-1b (NF032895.1) (LLNPKJHB_00194)
TEM family class A beta-lactamase (NFO00531.2) (LLNPKJHB_00191)
156 family transposase 156100 (LLNPKJHB_00178)
Type-2 restriction enzyme EcoRIl (LLNPKJHB_00180)
DNA-cytosine methyltransferase (LLNPKJHB_00181)
Tn3 family transposase Tn2 (LLNPKJH § 0184 ‘
‘ Tyrosme recomblnase XerC (LLNPKJHB_00175)
Tn3 family transposase Tn2 (LLNPKJH8700183)

11380 family transposase ISEcp1 (LLNPKJHB_00188) Tn3 family transposase TnAs2 (LLNPKJHB_00173)

Tn3 family transposase Tn2 (LLNPKJHB_00189) DNA-invertase hin (LLNPKJHB_00174)
Transposon Tn3 resolvase (LLNPKJHB_00190) 177
| J192 | T| |187|185 | | 182 179 | 15110 family transposase 1543211 (LLNPKJHB_00172)

IMGPR _plasmid_2925456605_000005 128659:154918(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (JIGFIOGH_00153)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (JIGFIOGH_00157)
PRK|PRK13752.1: Hg(ll)-responsive transcriptiona| regulator (NF010315.0) (JIGFIOGH_00151)
AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (JIGFIOGH_00140)
ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (JIGFIOGH_'00141)
BKC/GPC family carbapenem-hydrolyzing class A beta-lactamase (NF033626.2) (JIGFIOGH00132) mercury resistance co—régu lator MerD (NF033783.1) (JIGFIOGH_00156)
organomercurial transporter MerC (NFO33784.1) (JIGFIOGH_00154)
mercuric transport protein MerT NEOS?:SéO‘l‘) (JIGFIOGH_00152)
TEM family class A beta-lactamase (NFO00531.2) (JIGFIOGH 00144) ||
TEM family class A beta-lactamase (NF000531 2) (JIGFIOGH_00147)
Glycerol- -3- phosphate regulon repressor (JIGFIOGH 00146)

class D beta-lactamase (NFO00270.1) (JIGFIOGH_00142) LJJ J
ISL3 family transposase ISStma11 (JIGFIOGH_00129) TISS fam|lytransposase ISEc: GFIOGH _00150)

151182 famiW transposase ISKpné (JIGFIOGH_00131) 1S5 fam||y transposase 15903 (JIGFIOGH_00148)
1S110 family transposase 1S4321L (JIGFIOGH_00128)  Tn3 family transposase Tn2 (JIGFIOGH_00138) l 1S110 family transposase 1S4321L (JIGFIOGH_00161)

1521 family transposase ISKpn7 (JIGFIOGH_00134) [ Tn3 family transposase (JIGFIOGH_00145} | |
1S6 family transposase 156100 (JIGFIOGH 00124) ‘ Tyrosme recombinase XerC( IGFIOGH 00137) ‘ ‘ Tn3fam||y transposaseISPa38 (JIGFIOGH_00160)

Tn3 family transposaseTn2 (JIGFIOGH_00130) ransposon Tn3'resolvase (JIGFIOGH_00143) | DNA-invertase hin (JIGFIOGH_00159)
123 126

Tn3fam||ytransposaseISPsy42(JIGFIOGH_00136) ‘ ‘ ‘ ‘ ‘Mercur|creductase(JIGFIOEH_OOiSS ‘

| a9 [ || T [158 |
DE-DIDEEDMHN

122] | 125127 |133] 135 Transposon Tn3 resolvase (JIGFIOGH_00139)

IMGPR_plasmid_2718218004_000004 93898:140564(+)
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