3-oxoacyl-[acyl-carrier-protein] synthase 3 (ELBEHGIP_00011)

ELBEHGIP_00007 ELBEHGIP_00014 ELBEHGIP_00017
ELBEHGIP_00008 "ELBEHGIP_00015
ELBEHGIP_00006  ELBEHGIP_00010 ELBEHGIP_00013 ELBEHGIP_00018
| ELBEHGIP_00009 ELBEHGIP_00012 | LBEHGIP_00016 ELBEHGIP_00019

IMGPR_plasmid_3300053491_ 053171 4371:13475(+)

BDJGPNBK_00030
BDJGPNBK_00031

IMGPR_plasmid_3300029001_000011 20964:27996(-)

GMKLMFJP_00036
GMKLMFJP_00035 GMKLMFJP_00037 GMKLMEFJP_00042

IMGPR_plasmid_3300053491_044604 24366:31828(+)

Ubiquinone biosynthesis O-methyltransferase, mitochondrial (OCLDJGNM_00041)
43
447 42 40

IMGPR_plasmid_3300029594_000041 26150:33783(-)

Ubiquinone biosynthesis O-methyltransferase, mitochondrial (ELOKCBGP_00014)
12
117 13 15

!4

IMGPR_plasmid_3300053491_048802 4374:12007(+)

Ubiquinone biosynthesis O-methyltransferase, mitochondrial (APJALMGH_00005)
APJALMGH_00050 APJALMGH_00003
APJALMGH_00051  APJALMGH_00055 APJALMGH_0000 APJALMGH_00006

IMGPR _plasmid_3300053491_048287 37118:5075(+)

CAI-1 (VF0405) (HMBNCJEI_00043)
50 49 48 47 46 45 44 42 u

IMGPR_plasmid_3300029023_000006 27238:40353(-)

CAI-1 (VF0405) (FHDIKOKL_00007)
8

58 1 2 3 4 5] 9

i+

IMGPR_plasmid_3300029041_000012 40965:10187(+)

5000 nt 1
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