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UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (FPLMEGNH_00891)
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2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (COIHECOP_01402)
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2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (LGIOIMFM_01310)
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Peptidoglycan O-acetyltransferase (ICIECDIL_01338) 1326 1324
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1S66 family transposase ISPpa5 (BDGBBHHC _01444)
1S66 family transposase 1ISAzs21 (BDGBBHHC_01449)
1S3 family transposase ISRm1 (BDGBBHHC_01448)
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