Undecaprenyl phosphate N,N'»diacetylbacilloiamine 1-phosphate transferase (JAELNLAK_01176)
2,3,4,5—tetrahydropyridine-2,6—diTcarboxyIate‘N—acetyltransferase (JAELNLAK_01174)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (JAELNLAK_01171)

dTDP-3-amino-3,4,6- trldgoxy aldha D- glucoée transaminase (JAELNLAK 01172) HasA-type hemophore-mediated heme uptake system (VF0940) (JAELNLAK_01204)
Glucose-1- phosphatethymldylyltransferase (JAELNLAK 01164) D-inositol-3-phosphate glycosyltransferase (JAELNLAK_01200)
dTDP-4- dehydrorhamnose 3 5- ep|merase (JAELNLAK 01165) 15256 family transposase ISRm5 (JAELNLAK_01188)
‘ ‘ ‘ UDP-galactopyranose mutase(TKELNLAK_OllSé)

dTDP- —dehydrorhamnose reductase (JAELN AK_01167) Lysine synthesis (VF0815) (JAELNLAK_01197)

‘Myo inositol 2- dehydrogenase (JAELNLAK_01173) Acyl carrier protein (JAELNLAK_01196)
GDP-perosamine synthase (JAELNLAK_0116Y) Mycobactin (VF0299) (JAELNLAK 01198)
O-antigen (VF0392) (JAELNLAK 01166) 1192 \ Pyochelin (VFO095) (JAELNLAK_01206)
Lipid 11l flippase JAELNLAK 01168) 1182 1193 RtxA (VF0482) (JAELNLAK_01203)

| LPS (VF0085) (JAELNLAK 01170) 176 1178 1181 1189 1191 1201
1162 | | | | [ T | || 1174 | [ 1177 [11791180 [ | 1183 1184 |1186 11881190 [ | 1194 | |1198]1200 | 1204 | 1206

— —
IMGPR_plasmid_2847395608_000006 1261376:1317373(+)

Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (ICIECDIL_01287) D-inositol-3-phosphate glycosyltransferase (ICIECDIL_01263)
15256 family transposase ISRm5 (ICIECDIL_01275)
UDP-galactopyranose mutase (ICIECDIL_01277)

2,3,4,5-tetrahydropyridine-2,6- d|carboxy|ate N-acetyltransferase (ICIECDIL_01289) Lysine synthesis (VF0815) (ICIECDIL_01266)
2,3,4,5- tetrahydropyrldlne 2,6- d|carboxylate 'N- acetyltransferase (ICIECDIL_01292) Acyl carrier proteinﬁECDlL_O‘l267)
dTDP-3-amino-3,4,6-trideoxy-alpha-D-glucose transaminase (ICIECDIL_01291) Mycobactin (VF0299) (ICIECDIL_01265)
Myo-inositol 2- dehydrogenase ICIECDIL_01290) 1268
GDP-perosamine synthasé (|CEC‘DIL_01294)X 1278 1267
LPS (VF0085) (ICIECDIL 01293) 284 1282 1279 1271 1269

Lipid Il flippase (ICIECDIL_01295) 1286 | | 1283 [12811280 | | 1277 1276 |1274 1272 1270 | | 1266 1262|1260 1259

_— - N I I
IMGPR _plasmid_2918445941_000003 1346558:1402568(-)
Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (MKGIFKAG_01007)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetylﬁnsferase (MKGIFKAG_01001)
2,3,4,5—tetrahydropyridine-2,6—d%arboxylate N—acetyltt"ansferase (MKGIFKAG_00998)
dTDP—3—amino»3,4,6»trid€oxy—aIdha»D-qucose transaminase (MKGIFKAG_00999) D-inositol-3-phosphate glycosyltransferase (MKGIFKAG_01031)
| | | 15256 family transposase ISRm5 (MKGIFKAG_01019)
Myo-inositol 2-dehydrogenase (MKGIFKAG_01000) UDP-galactopyranose mutase (MKGIFKAG_01017)
Tyrosme recombinase XerC(MKGIFKAG _01005) Lysine synthesis (VF0815) (MKGIFKAG_01028)
‘ Tyrosme recomblnase se XerD'(MKGIFKAG_01006) Acyl carrier protein (MKGIFKAG_01027)
Tyrosme recombinase XerC (MKGIFKAG_01004) Mycobactin (VF0299) (MKGIFKAG_01029)
GDP-perosamine synthase (MKGIFKAG_00996) 1023
LPS (VF0085) [MKGIFKAG 00997) 1013 1024
| —Fﬂé L | 1001 007 1009 1012 1020 1022 |
Lipid Il flippase (MKGIFKAG_00995)| 1002 | | 1008 [10101011 | | 1014 1015 |1017 1019 1021 | 102 1029 1031 1032

— —
IMGPR _plasmid_2855825444 000002 1099312:1158753(+)

Undecaprenyl phosphate N,N'—diacetylbacillcgamine 1-phosphate transferase (EJIPODPE_00982)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (EJIPODPE_00979)

2,3,4,5—tetrahydropyridine-2,6—dEarboxyIate‘N—acetyltransferase (EJIPODPE_00976) D-inositol-3-phosphate glycosyltransferase (EJIPODPE_01007)
‘ ‘ UDP-galactopyranose mutase (EJIPODPE_00994)
dTDP-3-amino-3,4,6-trideoxy-alpha-D-glucose transaminase (EJIPODPE_00977) Lysine synthesis (VF0815) (EJIPODPE_01004)
Myo-inositol 2-dehydrogenase (EJIPODPE_00978) Acyl carrier protein (EJIPODPE_01003)
GDP-perosamine synthase (EJIPODPE_00974) 990 Mycobactin (VF0299) (EJIPODPE_01005)
LPS (VF0085) (EJIPODPE_00975) 989 995 1000
979 984 986 988 996 999

Ioos 1007 1008
DD

Lipid 11 flippase (EJ EJnL —IgPE oojns) | 980 | 982983 [ 9851 987][|| 991 992 | 994|] 997 998 1001

— —
IMGPR_plasmid_651053067_000002 1073980:1128699(+)

Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (COIHECOP_01449)
2,3,4,5—tetrahydropyridine-2,6—dicarboxylat(ﬁ\l—acetyltransferase (COIHECOP_01446) D-inositol-3-phosphate glycosyltransferase (COIHECOP_01473)
‘ UDP-galactopyranose mutase (COIHECOP_01460)

2,3,4,5- tetrahydropyrldlne 2,6- d|carboxy|ate N-acetyltransferase (COIHECOP_01443) Lysine synthesis (VF0815) (COIHECOP_01470)

dTDP-3-amino-3,4,6- trldeoxy alpha D- glucose transaminase (COIHECOP_01444) Acyl carrier protein ((ﬁHECOP_OMé‘?)
Myo-inositol 2- dehydrogenase (COIHECOP_01445) Mycobactin (VF0299) (COIHECOP_01471)
GDP-perosamine synthase (COIHECOP 01441) 1464
LPS (VF0085) { con—mtob 01442) 1455 1461 1465
\ "EU) l \ 1445 1448 1450 1452 1454 1460 1463 1480
Lipid 11 flippase (C¢ co COP_01440)| 1446 | | 1449 [1451 | 1453 | 1456 1457 |1459 | 1462 [ 1466 470 1472 1473 1476 1479 | 1481

\MGPR,p\asm|d765O716086,000004 1545673:1603956(+)

Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (LGIOIMFM_01353)
2,3,4,5—tetrahydropyridine-2,6—dicarboxylateT\l—acetyltransferase (LGIOIMFM_01350) D-inositol-3-phosphate glycosyltransferase (LGIOIMFM_01377)
‘ UDP-galactopyranose mutase (LGIOIMFM_01364)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (LGIOIMFM_01347) Lysine synthesis (VF0815) (LGIOIMFM_01374)

dTDP-3-amino-3,4,6-trideoxy-alpha-D-glucose transaminase (LGIOIMFM_01348) Acyl carrier protein (LGIOIMFM_01373)
Myo-inositol 2-dehydrogenase (LGIOIMFM_01349) Mycobactin (VF0299) (LGIOIMFM_01375)
GDP-perosamine synthase (LGIOIMFM_01345) 1368
LPS (VF0085) (LGICIMFM_01346) 1359 1365 1369
\ J | | \1349 1352 1354 1356 1358 1364 1367
Lipid Il flippase (LGIOIMFM_01344) | 1350 | |[1353 [1355 | 1357 | | 1360 1361 |1363 | 1366 [ | 137 1374 1376 1377

—-_— _—
IMGPR_plasmid_2850633175_000003 1450570:1506285(+)

Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (CMBKHOME_00202)

2,3,4,5—tetrahydropyridine-2,6—dicarboxylat(ﬁ\l-acetyltransferase (CMBKHOME_00199)

2,3,4,5—tetrahydropyridine-2,6—dEarboxyIate‘N—acetyltransferase (CMBKHOME_00196) D-inositol-3-phosphate glycosyltransferase (CMBKHOME_00231)
1S630 family transposase ISRm10-1 (CMBKHOME_00218)

UDP-galactopyranose mutase (CMBKHOME_00215)

dTDP-3-amino-3,4,6-trideoxy-alpha-D-glucose transaminase (CMBKHOME_00197) Lysine synthesis (VF0815) (CMBKHOME_00228)
Myo-inositol 2-dehydrogenase (CMBKHOME_00198) Acyl carrier protein (CMBKHOME_00227)
GDP-perosamine synthas‘e (‘cMEkHOME_oo‘194) Mycobactin (VF0299) (CMBKHOME_00229)
LPS (VF0085) (EN (CMBKHOME 00195) 211 221 224
"m) t 200 204 206 208 212 21 220 225
Lipid 11l flippase (CMBKHOME_00193) 201 203 205 | 207 | 209 210 |] 213 214 |216] | 219 || 222 223| [226 230 | 232 233235

—_— _—
IMGPR_plasmid_2847388547_000003 216286:276332(+)

Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (NMCEABBA_00997)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (NMCEABBA_00994) D-inositol-3-phosphate glycosyltransferase (NMCEABBA_01026)

1S630 family transposase ISRm10-1 (NMCEABBA_01013)
UDP-galactopyranose mutase (NMCEABBA_01010)
2,3,4,5- tetrahydropyrldlne -2,6- d|carboxy|ate N-acetyltransferase (NMCEABBA_00991) Lysine synthesis (VF0815) (NMCEABBA_01023)
dTDP-3-amino-3,4,6- trldeoxy alpha D- glucose transaminase (NMCEABBA_00992) Acyl carrier protein (NMCEABBA_01022)
Myo-inositol 2-dehydrogenase (NMCEABBA_00993) Mycobactin (VF0299) (NMCEABBA_01024)
GDP-perosamine synthase (NMCEABBA_00989) 1017
LPS (VF0085) (NMCEABBA_00990) 1004 1014 018
NJ El L i 993 997 999 1001 10031005 1010 1013 1016
Lipid Il flippase (NMCEABBA 00 88) 994 994 998 [1000 [ 1002 | |]1006 1007 |1009 | 1012[ | 1015 | 101 1023|1025 1026

_— _—
IMGPR_plasmid_2561511187_000003 1092390:1152435(+)

Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (FPLMEGNH_00927)
2,3,4,5-tetrahydropyridine-2,6-diTcarboxylateT\l-acetyltransferase (FPLMEGNH_00924)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (FPLMEGNH_00921) D-inositol-3-phosphate glycosyltransferase (FPLMEGNH_00957)

1S66 family transposase ISAtué (FPLMEGNH_00942)
1S66 family transposase ISAzs21 (FPLMEGNH_00941)
UDP—gaIactopyranFs’ein‘\utase (FPLMEGNH_00943)

dTDP-3-amino-3,4,6-trideoxy-alpha-D-glucose transaminase (FPLMEGNH_00922) Lysine synthesis (VF0815) (FPLMEGNH_00954)

Myo-inositol 2-dehydrogenase (FPLMEGNH_00923) Acyl carrier protein (FELMEGNH_00953)
GDP-perosamine synthase (FPLMEGNH_00919) Mycobactin (VF0299) (FPLMEGNH_00955)

LPS (VFoossTPLMEGNH ‘00920) 934 943 948

I L 923 927 929 937 938 L945 949 957

Lipid 111 flippase (FPLMEGNH 00918)[ 924 926 928 930 931933935 936937 942944946947 | [950 954 | 956] 958 961

— —
IMGPR_plasmid_284897805%9_000005 1001639:1061025(+)

Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (KKAGDBLO_01426)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (KKAGDBLO_01429) D-inositol-3-phosphate glycosyltransferase (KKAGDBLO_01401)
‘ UDP-galactopyranose mutase (KKAGDBLO_01415)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (KKAGDBLO_01432)| Lysine synthesis (VF0815) (KKAGDBLO_01404)

dTDP—3—amino—3,4,6—trid€oxy—aIﬁha—D-gIucoée transaminase (KKAGDBLO_01431) Acyl carrier protein (KKAGDBLO_01405)
Myo-inositol 2-dehydrogenase (KKAGDBLO_01430) Mycobactin (VF0299) (KKAGDBLO_01403)
GDP-perosamine synthase (KKAGDBLO_01434) 1417 1409 1406
LPS (VF0085TKAGD‘B|_‘0 01433) 1416 1410 1405
L"IEEJ (L 1426 1423 1421 1418 1411 1407 1397
Lipid 11l flippase (KKAG 01435) 1425 | [1422 | 1420 1419]|| 1415 1414 [1412 | |1408] 1404 400 1398 1396

\MGPR,p\asm|d72850654020,000003 1523143:1579702(-)

Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (CPGACFOC_00993)

2,3,4,5—tetrahydropyridine-2,6—dicarboxylatJ\l—acetyltransferase (CPGACFOC_00990) D-inositol-3-phosphate glycosyltransferase (CPGACFOC_01018)
‘ UDP-galactopyranose mutase (CPGACFOC_01005)

2,3,4,5- tetrahydropyrldlne 2,6~ d|carboxylate N-acetyltransferase (CPGACFOC_00987) Lysine synthesis (VF0815) (CPGACFOC_01015)
dTDP-3-amino-3,4,6- trldeoxy alpha D-glucose transaminase (CPGACFOC_00988) Acyl carrier protein (CPGACFOC_01014)

Myo-inositol 2- dehydrogenase (CPGACFOC_00989) Mycobactin (VF0299) (CPGACFOC_01016)
GDP-perosamine synthase (CPGACFOC_00985) 1009
Lipid Il flippase (CPGACFOC_00984) 1000 1006 1010

LPS (VF0085) (CPGACFOC_00986) 993 995 999 1005 1008 1021

[ | T | | 989990 992 994 996 997 998 | | 1001 1002 |1004] \Qoﬁ 1011 015 1017 1018 T 1022

— —
IMGPR_plasmid_2855839649_000004 1090594:1148292(+)

Undecaprenyl phosphate N,N'—diacetylbaci!losamﬁe 1-phosphate transferase (BDGBBHHC_01402)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (BDGBBHHC_01405)

2,3,4,5—tetrahydropyridine-2,6—dicaTrboxyIate N—acet\‘/ltransferase (BDGBBHHC_01408) D-inositol-3-phosphate glycosyltransferase (BDGBBHHC_01380)
\ 151182 family transposase ISMno17 (BDGBBHHC_01393)
dTDP-3-amino-3,4,6-trideoxy-alpha-D-glucose transaminase (BDGBBHHC_01407) Lysine synthesis (VF0815) (BDGBBHHC_01383)
1S110 family transposase ISPye17 (BDGBBHHC_01404) Acyl carrier protein (BDGBBHHC_01384)

Myo-inositol 2-dehydrogenase (BDGBBHHC_01406) Mycobactin (VF0299) (BDGBBHHC_01382)
GDP-perosamine synthase (BDGBBHHC_01410) L 1385 \
Lipid Il flippase (BDGBBHHC_01412) i 15256 family transposase I1SAli6 (BDGBBHHC_01394) 1384 1S66 family transposase ISRosp4 (BDGBBHHC_01375)

LPS (VF0085) (BDGBBHHC_01409) 1399 1397 1395 1393 1388 1386 1371

l1404 T| | || | 1401 | '1398] 1396 [ 1394| | 1390 1389 [1387] | 138 1379|1377 1376 1372
4@ DD Hd

—-_— -_—
IMGPR_plasmid_2850646820_000003 1473746:1531841(-)

Undecaprenyl phosphate N,N'-diacetylbacillosamine 1-phosphate transferase (HNJPBAKN_00298)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetTﬂtransferase (HNJPBAKN_00301) D-inositol-3-phosphate glycosyltransferase (HNJPBAKN_00270)
151182 family transposase ISMno17 (HNJPBAKN_00283)
15256 family transposase ISAli6 (HNJPBAKN_00284)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (HNJPBAKN_00304) Lysine synthesis (VF0815) (HNJPBAKN_00273)
dTDP—3—amino-3,4,6-tride&y—aIphé-D-gIucose transaminase (HNJPBAKN_00303) Acyl carrier protein (HNJPBAKN_00274)
1S110 family transposase ISPye17 (HNJPBAKN_00300) Mycobactin (VF0299) (HNJPBAKN_00272)

Myo-inositol 2-dehydrogenase (HNJPBAKN_00302) 1521 family transposase ISRel16 (HNJPBAKN_00286) 266
GDP-perosamine synthase (HNJBE)’-\KN_OOSO(S) J 1521 family transposase ISPBTJ7 (HNJPBAKN_00287) 265
Lipid 111 flippase (HNJPBAKN_00308) S$21 family transposase ISPpu7 (HNJPBAKN_00291) 277 267

LPS (VF0085) (HNJPBAKN_00305) 297 295 293 289 280 276 268

[307] T | || | 299 | [296 | 2947 292 | 290388 | |285 | 282 281 T27927s T27 271 269ﬂ 264 261

— —
IMGPR_plasmid_2847403270_000002 271791:336840(-)

——————20000nt——mm
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