1S30 family transposase 151252 (HLOGPLEB_00001)
HLOGPLEB_00002
HLOGPLEB_00005
HLOGPLEB_ 00003 HLOGPLEB_00006
HLOGPLEB_00004 | HLOGPLEB_00007 HLOGPLEB_00008

IMGPR_plasmid_2690316129 000001 133:6409(+)
1S30 family transposase 1S1252 (EGEDJPFF_00027)

IMGPR_plasmid_2660238353_000001 14583:20859(-)

1S30 family transposase 151252 (HFHBNHLE_00001)
HFHBNHLE_00006

IMGPR_plasmid_2531839616_000002 64:6046(+)

151182 family transposase 1SSau3 (EPOCAKAG_00001)
putative acrylyl-CoA reductase Acul (EPOCAKAG_00006)
P(1)-type Mn2+ transporting ATPase (VF0848) (EPOCAKAG_00003)
ISL3 family t‘ransposase 151181 (EPOCAKAG_00008)
DNA-invertase hin (EPOCAKAG_00004)
ulticopper oxidase mco (EPOCAKAG_00002) 5 \ 7 9 10 11 1530 family transposase 151252 (EPOCAKAG_00012)

————
IMGPR _plasmid_2724679475_000002 28:16512(+)

putative acrylyl-CoA reductase Acul (PGLIHIEI_00005)
P(1)-type Mn2+ transporting ATPase (VF0848) (PGLIHIEI_00002)
ISL3 family‘ transposase 151181 (PGLIHIEI_00007)
DNA-invertase hin (PGLIHIEI_00003)
Multicopper oxidase mco (PGLIHIEI_00001) 4 \ 6 8 9 10 1S30 family transposase 1S1252 (PGLIHIEI_00011)
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IMGPR _plasmid_2663763086_000001 108:16235(+)

putative acrylyl-CoA reductase Acul (PAELNFOI_00033)
P(1)-type Mn2+ transporting ATPase (VF0848) (PAELNFOI_00036)
ISL3 family ‘transposase 151181 (PAELNFOI_00032)
DNA-invertase hin (PAELNFOLOOO3‘5)

Multicopper oxidase mco (PAELN FOI_OOOS?) 34 \ 31 30 29 28 1530 family transposase 1S1252 (PAELNFOI_00027)

IMGPR_plasmid_2663762961 000001 14583:30748(-)

putative acrylyl-CoA reductase Acul (DDBKLCNN_00006)
P(1)-type Mn2+ transporting ATPase (VF0848) (DDBKLCNN_00003
151182 family transposase 1SSau3 iDDBKLCNN_OOOOl) ISL3 family t‘ransposase 151181 (DDBKLCNN_00008)
DNA-invertase hin (DDBKLCNN_00004)
Multicopper oxidase mco (DDBKLENN_00002) 5 \ 7 9 10 11 1S30 family transposase 1S1252 (DDBKLCNN_00012)
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IMGPR_plasmid_2663762941 000001 46:17250(+)

putative acrylyl-CoA reductase Acul (BFMPCLID_00005)
P(1)-type Mn2+ transporting ATPase (VF0848) (BFMPCLID_00002)
ISL3 family fransposase 1S1181 (BFMPCLID_00007)
DNA-invertase hin (BFMPCLID_00003)

J

Multicopper oxidase mco (BFMPCLID_00001) 4 | 6 8 9 10 1S30 family transposase 151252 (BFMPCLID_00011)

IMGPR_plasmid_2663762920_000001 108:16470(+)

151182 family transposase 1SSau3 (ONACDDBN_00039)
putative acrylyl-CoA reductase Acul (ONACDDBN_00034)
P(1)-type Mn2+ transporting ATPase (VF0848) (ONACDDBN_00037)

ISL3 family tf’ansposase 151181 (ONACDDBN_00033)

DNA-invertase hin (ONACDDBN_OOO‘36)
Multicopper oxidase mco (ONACDDBN_00038) 35 \ 31 30 1S30 family transposase 1S1252 (ONACDDBN_00029)
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IMGPR _plasmid_2724679477_000001 17243:34501(-)

putative acrylyl-CoA reductase Acul (BDMBCALK_00036)
P(1)-type Mn2+ transporting ATPase (VF0848) (BDMBCALK_00039,
151182 family transposase 1SSau3 iBDMBCALK_OOO41) ISL3 family t‘ransposase 151181 (BDMBCALK_00035)
DNA-invertase hin (BDMBCALK_00038)
Multicopper oxidase mco (BDMBCALK_00040) 37 \ 34 33 32 311530 family transposase 1S1252 (BDMBCALK_00030)
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IMGPR_plasmid_2675903673.000001 17570:34692(-)

J

k 6000 nt 1

Virulence
I



