vancomycin resistance histidine kinase VanS (NF033091.0) (HAIPGMJH_00016)
HTH-type transcriptional activator RhaS (HAIPGMJH_00011)
Thiol-disulfide oxidoreductase ResA (HAIPGMJH_00004) ‘
Tyrosine recombinase XerC (HAIPGMJH_00005) Sporulatlon initiation inhibitor proteln Soj (HAIPGMJH_00023)
AdsA (VF0422) (HAIPGMJH_00001) putatlve protein (HAIPGMJH_00022)
2 3 6 7 8 9 10 12 13 14 15 |[17181920 21 [ |24 25 26 27 28 29 30 31 32 33

| #
k|

IMGPR_plasmid_2870939378_000005 1072:32028(+)

vancomycin resistance histidine kinase VanS (NF033091.0) (GCLDHILF_00011)
Sporulatiomnitiation inhibitor protein Soj (GCLDHILF_00017)
HTH-type transcriptional activator RhaS (GCLDHILF_00006)
151380 famnytransposaseﬁm (GCLDHILF_00003)
I51380 family transposase 15613 (GCLDHILF_00002) 19
‘ 4 5 7 8 9 10 12131415 16 18T 20 21 22 23

4‘
I

\

|

IMGPR_plasmid_3300029531.000021 963:24406(+)

Sporulation initiation inhibitor protein Soj (MACCAGMC_00052)
57
| 565554 53 | 51] 49 48 47 46 45

!A

IMGPR _plasmid_3300029816_000017 30242:44638(-)

Sporulation initiation inhibitor protein Soj (JDCKFALI_00044)
49
T484746 45 43 42 41 40 39 38

i%

IMGPR_plasmid_3300029030_000060 30672:45062(-)

Sporulation initiation inhibitor protein Soj (DODCDKIF_00047)
50
T49 48 46 45 44 43 42 41

;A

IMGPR_plasmid_3300008737_000024 32737:46109(-)

Sporulation initiation inhibitor protein Soj (DFPPGFLI_00006)
123 4 5 7 8 9 10 11

i%

IMGPR_plasmid_3300029198_000068 76:14464(+)

(%)
©
<}
=
=
o
=h
o
S
S
=
o
=t
o
S
S
=a
o
=
o
=
]
5
o
=
(o)
El
7
R}
=
(@)
@™
Q)
>
@
o
(@]
o
o
o
o
2

é#

2

W

4 5

o~

IMGPR _plasmid_3300029660_000069 337:12110(+)

Sporulation initiation inhibitor protein Soj (HJOEHDJJ_00008)
putative protein (HJOEHDJJ_00007)
10
34 5 6 ‘9T11 12 13 14

[N
N

;H

IMGPR_plasmid_3300029515_000010 249:16152(+)

Sporulation initiation inhibitor protein Soj (JOKLJPOB_00007)
putative protein (JOKLJPOB_00006)
123 45 [[8 9 10 11 12 13

IMGPR_plasmid_3300029550 000011 90:14542(+)
43 42 41 40 39

IMGPR_plasmid_3300029039_000110 30596:41163(-)

GPBOKLHN_00040
GPBOKLHN_00039
GPBOKLHN_00041

IMGPR_plasmid_3300029236_000136 30646:39117(-)

MFPPKJCG_00001
MFPPKJCG_00003
MFPPKJCG_00002

IMGPR_plasmid_3300029417_000016 2:8843(+)
1 2 3 45

IMGPR_plasmid_3300029321 000055 170:10813(+)
DFPEEMKB_00039

IMGPR_plasmid_3300029880_000151 30632:36936(-)
CFOKJDOJ_00038

IMGPR_plasmid_3300029795_000200 29995:35991(-)
CHLGKLML_00040

IMGPR_plasmid_3300029712_000174 31178:37737(-)

BNALEIOM_00039
BNALEIOM_00042 BNALEIOM_00037
BNALEIOM_00038

I—{
‘_
I

IMGPR_plasmid_2849620151_000003 29112:36371(-)

NCDONMEM_00011
NCDONMTEKA_00010
NCDONMEM_00007| NCDONMEM_00012

IMGPR_plasmid_3300029133.000181 1450:9569(+)

10000 nt |
Virulence AMR
I I



