
IMGPR_plasmid_2919922961_000003 20152:31026(+)

26 27 28 29 30 31 3233 34 35
Alginate biosynthesis protein AlgA (PGKIPCFE_00036)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (PGKIPCFE_00037)

Putative acetyltransferase (PGKIPCFE_00038)

IMGPR_plasmid_3300014547_000004 66:8317(-)

Mannose-1-phosphate guanylyltransferase 1 (JBDGOHKG_00001)2345679

IMGPR_plasmid_3300008069_000021 42578:49280(+)

JIKOMMNC_00063
JIKOMMNC_00064

JIKOMMNC_00065

IMGPR_plasmid_3300029341_000008 14982:19861(+)

KDPDEDBG_00023
KDPDEDBG_00024

IMGPR_plasmid_3300029560_000010 37:5477(-)

CMADCPBB_00001
CMADCPBB_00002

CMADCPBB_00003

IMGPR_plasmid_3300000279_000008 90:5623(-)

DAMIDJIC_00001
DAMIDJIC_00002

DAMIDJIC_00003

IMGPR_plasmid_3300023484_000006 54:5824(-)

CLJGKAOM_00001
CLJGKAOM_00002

CLJGKAOM_00003

IMGPR_plasmid_3300000287_000002 20663:26457(+)

KBOJKLFO_00030
KBOJKLFO_00031

KBOJKLFO_00032

IMGPR_plasmid_3300029196_000011 21944:28816(+)

3233 34 35 Mannose-1-phosphate guanylyltransferase 1 (LNFNNEFL_00036)

IMGPR_plasmid_3300029793_000022 15095:22613(+)

2324 25
Mannose-1-phosphate guanylyltransferase 1 (HIBOBBPC_00026)

Alginate biosynthesis protein AlgA (HIBOBBPC_00027)

IMGPR_plasmid_2849603840_000001 31942:42788(+)

48 4950 51 52
Mannose-1-phosphate guanylyltransferase RfbM (OAOKKLMB_00053)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (OAOKKLMB_00054)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (OAOKKLMB_00055)

IMGPR_plasmid_3300014791_000007 144:9207(-)

Putative acetyltransferase (KGAPCDPP_00001)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (KGAPCDPP_00002)
Mannose-1-phosphate guanylyltransferase RfbM (KGAPCDPP_00003)

4567

IMGPR_plasmid_2588254085_000001 11598:19366(+)

2021 22 23
Mannose-1-phosphate guanylyltransferase RfbM (FMPDOGEK_00024)

25

IMGPR_plasmid_3300029520_000011 126:5540(-)

ACIDBFAI_00001
ACIDBFAI_00002

IMGPR_plasmid_3300029996_000007 22247:28014(+)

CIODEDKB_00032
CIODEDKB_00033

IMGPR_plasmid_3300029778_000014 36:5987(-)

BMPJAABF_00001
BMPJAABF_00002

IMGPR_plasmid_3300028976_000011 23657:30297(+)

HKFJOGMA_00033
HKFJOGMA_00034

HKFJOGMA_00035

IMGPR_plasmid_3300029128_000022 21962:35281(+)

3233 34
AslA (VF0238) (OFIJDFOG_00035)

36 TonB-dependent receptor P3 (OFIJDFOG_00037)

IMGPR_plasmid_3300029870_000021 221:13425(-)

1

GDP-mannose-dependent alpha-(1-6)-phosphatidylinositol monomannoside mannosyltransferase (ABBKOHNF_00002)

3

Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (ABBKOHNF_00004)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (ABBKOHNF_00005)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (ABBKOHNF_00006)

Mannose-1-phosphate guanylyltransferase RfbM (ABBKOHNF_00007)
891011

IMGPR_plasmid_3300000290_000028 21928:35132(+)

3233 34 35
Mannose-1-phosphate guanylyltransferase RfbM (OEFEPKCP_00036)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (OEFEPKCP_00037)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (OEFEPKCP_00038)
Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (OEFEPKCP_00039)

40

GDP-mannose-dependent alpha-(1-6)-phosphatidylinositol monomannoside mannosyltransferase (OEFEPKCP_00041)

42

IMGPR_plasmid_3300029207_000015 21956:39230(+)

3233 34 35

Mannose-1-phosphate guanylyltransferase RfbM (CGHPJACO_00036)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (CGHPJACO_00037)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (CGHPJACO_00038)
Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (CGHPJACO_00039)

40

GDP-mannose-dependent alpha-(1-6)-phosphatidylinositol monomannoside mannosyltransferase (CGHPJACO_00041)

42
Glycogen synthase (CGHPJACO_00043)

44 IS982 family transposase ISPrsp2 (CGHPJACO_00045)

IMGPR_plasmid_3300039364_000014 104:18059(-)

123
Glycogen synthase (PENDFHLL_00004)

5

GDP-mannose-dependent alpha-(1-6)-phosphatidylinositol monomannoside mannosyltransferase (PENDFHLL_00006)

7

Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (PENDFHLL_00008)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (PENDFHLL_00009)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (PENDFHLL_00010)

Mannose-1-phosphate guanylyltransferase RfbM (PENDFHLL_00011)

12131415

IMGPR_plasmid_3300007804_000014 36:17468(-)

12
Glycogen synthase (GIBLCOBK_00003)

4

GDP-mannose-dependent alpha-(1-6)-phosphatidylinositol monomannoside mannosyltransferase (GIBLCOBK_00005)

6

Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (GIBLCOBK_00007)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (GIBLCOBK_00008)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (GIBLCOBK_00009)

Mannose-1-phosphate guanylyltransferase RfbM (GIBLCOBK_00010)

11121314

IMGPR_plasmid_3300008551_000025 17255:27711(+)

2526 27 28
Mannose-1-phosphate guanylyltransferase RfbM (HEKAAOOA_00029)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (HEKAAOOA_00030)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (HEKAAOOA_00031)
Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (HEKAAOOA_00032)

33

IMGPR_plasmid_3300029075_000016 21965:32134(+)

3233 34 35
Mannose-1-phosphate guanylyltransferase RfbM (HLMPCEDP_00036)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (HLMPCEDP_00037)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (HLMPCEDP_00038)
Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (HLMPCEDP_00039)

40

IMGPR_plasmid_3300029331_000026 21983:33881(+)

3233 34 35
Mannose-1-phosphate guanylyltransferase RfbM (OHBAEDLN_00036)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (OHBAEDLN_00037)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (OHBAEDLN_00038)
Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (OHBAEDLN_00039)

40

GDP-mannose-dependent alpha-(1-6)-phosphatidylinositol monomannoside mannosyltransferase (OHBAEDLN_00041)

IMGPR_plasmid_3300029492_000017 212:11430(-)

1

Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (JCIMDOKJ_00002)
2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (JCIMDOKJ_00003)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (JCIMDOKJ_00004)

Mannose-1-phosphate guanylyltransferase RfbM (JCIMDOKJ_00005)
6789

IMGPR_plasmid_3300008491_000041 34998:59989(+)

53 5455 56 57

Mannose-1-phosphate guanylyltransferase RfbM (LPLKHAHF_00058)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (LPLKHAHF_00059)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (LPLKHAHF_00060)
Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (LPLKHAHF_00061)

62

GDP-mannose-dependent alpha-(1-6)-phosphatidylinositol monomannoside mannosyltransferase (LPLKHAHF_00063)

64
Glycogen synthase (LPLKHAHF_00065)

66 67 68 69

Hyaluronic acid (HA) capsule (VF0667) (LPLKHAHF_00070)
LPS (VF0085) (LPLKHAHF_00071)

Tyrosine-protein phosphatase YwqE (LPLKHAHF_00072)

73

IMGPR_plasmid_3300035648_000009 22741:33768(+)

31 3536 37 38
Mannose-1-phosphate guanylyltransferase RfbM (DANNJHMB_00039)

N,N'-diacetylbacillosaminyl-diphospho-undecaprenol alpha-1,3-N-acetylgalactosaminyltransferase (DANNJHMB_00040)

41

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (DANNJHMB_00042)

IMGPR_plasmid_2876080425_000002 86:10110(-)

Methylglyoxal synthase (MBGFOALH_00001)234567

IMGPR_plasmid_3300039314_000016 16883:24794(+)

22 26 27
28

29 30 31

IMGPR_plasmid_3300029509_000008 22007:27049(+)

KLODLFFO_00033 KLODLFFO_00034

IMGPR_plasmid_2898051414_000001 81:5123(-)

IOPNPIDI_00001IOPNPIDI_00002

IMGPR_plasmid_3300029366_000009 18439:26331(+)

JMEOFLEP_00024
JMEOFLEP_00025 JMEOFLEP_00029

IMGPR_plasmid_3300029750_000013 16063:23128(+)

PPCNLIEB_00025

4-hydroxy-2,2'-bipyrrole-5-methanol synthase PigH (PPCNLIEB_00026)
8-amino-7-oxononanoate synthase (PPCNLIEB_00027)

PPCNLIEB_00028

IMGPR_plasmid_3300007288_000006 465:15472(-)

1
Putative fimbrium anchoring subunit Fim4B (BNIBIOPE_00002)

345678910

IMGPR_plasmid_3300029523_000019 23348:36585(+)

33 34 35 36 37 38 39 40 41

IMGPR_plasmid_3300008063_000013 23335:37082(+)

33 34 35 36 37 38 39 40 41

IMGPR_plasmid_3300008497_000006 23543:36683(+)

33 34 35 36 37 38 39 40 41 42

IMGPR_plasmid_7000000178_000001 15467:22336(+)

OBGNOJIC_00024
OBGNOJIC_00025

OBGNOJIC_00026

IMGPR_plasmid_3300029672_000005 14396:23169(+)

KEBPMALF_00023

KEBPMALF_00024
KEBPMALF_00025

KEBPMALF_00026

IMGPR_plasmid_3300029611_000010 26395:35904(+)

39 40 41 42 43

IMGPR_plasmid_2904860848_000002 19:9508(-)

12345

IMGPR_plasmid_2938037555_000003 300:10746(-)

123456

IMGPR_plasmid_3300029582_000012 361:10959(-)

123456

IMGPR_plasmid_3300029206_000009 617:12282(-)

1234567

IMGPR_plasmid_3300029708_000016 101:10539(-)

123456

IMGPR_plasmid_3300029519_000013 1117:12366(-)

1234567

IMGPR_plasmid_3300029138_000015 15512:25649(+)

24 25 26 27 28

IMGPR_plasmid_3300023543_000007 69:10206(-)

12345

IMGPR_plasmid_3300029732_000012 349:10486(-)

123456

IMGPR_plasmid_3300028959_000015 27127:38806(+)

38 39 40 41 42 43

IMGPR_plasmid_3300029438_000014 160:11826(-)

1234567

IMGPR_plasmid_3300007105_000012 193:13683(-)

1234567

IMGPR_plasmid_3300030352_000008 37468:49723(+)

53 54 55 56 57 58 59

IMGPR_plasmid_3300029023_000005 20:14210(-)

12345678910

IMGPR_plasmid_3300014947_000009 155:15734(-)

12345678

IMGPR_plasmid_2876094201_000003 28373:39704(+)

4041 42 43 44 45 46 47

IMGPR_plasmid_3300029566_000009 310:11641(-)

12345678

IMGPR_plasmid_3300029187_000012 22003:35813(+)

33 34 35
36

37 38 39 40 41 42 43 44 45

IMGPR_plasmid_3300030320_000019 319:14129(-)

123456789
10

111213

IMGPR_plasmid_3300029480_000020 22112:36763(+)

3233 34 35
36

37 38 39 40 41 42 43 44 45

IMGPR_plasmid_3300029445_000021 25508:37598(+)

3536 3738 39 40
41

42 43 44 45 46

IMGPR_plasmid_3300029090_000016 19045:33957(+)

28 29 30 31 32 33 34 35
Tyrosine recombinase XerC (NDAFCDIG_00036)

37 38 39

IMGPR_plasmid_3300029710_000015 535:9743(-)

1234567

IMGPR_plasmid_3300008512_000010 15500:27300(+)

24 25 26 27 28 29 30
Tyrosine recombinase XerC (NDGLIHNC_00031)

32

IMGPR_plasmid_3300028968_000036 22961:40653(+)

32

IS4 family transposase ISBf13 (KIBNIKLA_00033)

Glucan 1,4-alpha-glucosidase SusB (KIBNIKLA_00034)
35

Xylosidase/arabinosidase (KIBNIKLA_00036)

37 38 39
TonB-dependent receptor SusC (KIBNIKLA_00040)

41

IMGPR_plasmid_3300008672_000008 642:13981(-)

12

Thiol-disulfide oxidoreductase ResA (CIKDAEIL_00003)

45
Methionine--tRNA ligase (CIKDAEIL_00006)

IS110 family transposase ISCaa7 (CIKDAEIL_00007)

IMGPR_plasmid_3300029437_000009 152:8967(-)

Retron_VI__HTH (FHDKIPIM_00001)
FHDKIPIM_00002

FHDKIPIM_00003

FHDKIPIM_00004

IMGPR_plasmid_3300029102_000013 19526:27225(+)

ELPOBHPL_00024 ELPOBHPL_00030

IMGPR_plasmid_3300023312_000026 15680:23771(+)

NDOHMCFA_00022 NDOHMCFA_00025
Phosphomethylpyrimidine synthase (NDOHMCFA_00029)

NDOHMCFA_00030

IMGPR_plasmid_2849641893_000001 24589:32213(+)

Phosphomethylpyrimidine synthase (KEDGBMGJ_00040)
KEDGBMGJ_00041

IMGPR_plasmid_3300006463_000007 21445:31622(+)

Phosphomethylpyrimidine synthase (POMIIIFE_00036)

37
Fur (VF0113) (POMIIIFE_00038)

39 40

IMGPR_plasmid_3300008421_000005 33:8869(-)

IS982 family transposase IS195 (KEBMLACC_00001)
CAI-1 (VF0405) (KEBMLACC_00002)

KEBMLACC_00003

9000 nt

Defence Virulence


