Phenylacetone monooxygenase (MNMOMGEB_00172)

Cyp125 (VF0843) (MNMOMGEB_00170) tetracycline efflux MFS transporter Tcr3 (NFO00009.1) (MNMOMGEB_00177)
Cyp125 (VF0843) (MNMOMGEB_00171) Pentalenene oxygenase (MNMOMGEB_00175)
159 161 putative protein (MNMOMGEB_00169) Colibactin (VF0573) (MNMOMGEB_00174) 179 181
158 1160]162 163 164 165 166 167 168 | | 173 \ | 176 178 180 T182 183

IMGPR plasmid_2765235924 000001 162804:196328(+)
Phenylacetone monooxygenase (HHOCPKPA_00011)

Cyp125 (VF0843) (HHOCPKPA_OQ013) tetracycline efflux MFS transporter Tcr3 (NFO00009.1) (HHOCPKPA_00006)
Cyp125 (VF0843) (HHOCPKPA_00012) Pentalenene oxygenase (HHOCPKPA_00008)
putative protein (HHOCPKPA_00014) Colibactin (VF0573) (HHOCPKPA_00009)
19 18 17 16 15 | | 10 | 7 54 3 2 1
OO CEC@EEE G EE@EEC e PR KD

IMGPR _plasmid_2765235902_000001 234:33758(-)
Phenylacetone monooxygenase (LIIDJMAM_00172)

Cyp125 (VF0843) (LIIDJMAM_00170) tetracycline efflux MFS transporter Tcr3 (NFOO0009.1) (LIIDJMAM_00177)
Cyp125 (VF9843) (LIIDJMAM_00171) Pentalenene oxygenase (LIIDJMAM_00175)
putative protein (LIIDJMAM_00169) Colibactin (VF0573) (LIIDJMAM_00174) 180
164 165 166 167 168 | | 173 | 176 178 179 T181 182
OO MCECE@EEEE T E@Ec@EmEoce I PEE@ KD

IMGPR _plasmid_2906886876_000003 162795:196316(+)
Phenylacetone monooxygenase (DOJKHNAL_00010)

Cyp125 (VF0843) (DOJKHNAL_00012) tetracycline efflux MFS transporter Tcr3 (NFO00009.1) (DOJKHNAL_00005)
Cyp125 (VFO843) (DOJKHNAL_00011) Pentalenene oxygenase (DOJKHNAL_00007)
putative protein (DOJKHNAL_00013) Colibactin (VF0573) (DOJKHNAL_00008)
19 18 17 16 15 14 | | 9 6 4 3 2 1

IMGPR _plasmid_2765235890_000002 228:33753(-)

putative protein (BGELMFBH_00174)
169 170 171 172 173 Cyp125 (VF0843) (BGELMFBH_00175)

IMGPR_plasmid_2765235908_000003 158371:172285(+)

putative protein (GBGGJNKK_00002)
7 6 5 4 3 Cyp125 (VF0843) (GBGGJNKK_00001)

IMGPR_plasmid_2765235916_000002 231:14145(-)

Peptidoglycan glycosyltransferase MrdB (CHCJLDGD_00183)
170 186
T 171172 176 178 179 180 181 182 184 185 T 187 188 189

i#

IMGPR_plasmid_2765235920_000003 176051:197398(+)

Peptidoglycan glycosyltransferase MrdB (GNIPJEIN_00183)
186
178 179 180 181 182 184 iBST 187 188

Eﬁ

IMGPR_plasmid_2765235933_000001 176051:195536(+)

Peptidoglycan glycosyltransferase MrdB (CBPEDDEL_00190)
192 194
185 186 187 188 189 191 123T 195 196

iﬁ

IMGPR_plasmid_2711768094_000002 178392:196455(+)

Peptidoglycan glycosyltransferase MrdB (GEDEFPHA_00191)
194
186 187 188 189 190 192 193] 195 196

iﬁ

IMGPR_plasmid_2765235910_000004 188239:206302(+)

Peptidoglycan glycosyltransferase MrdB (PIKALIBO_00209)
212
204 205 206 207 208 210 211 [213 214

iﬁ

IMGPR_plasmid_2765235884_000003 207199:225254(+)

Peptidoglycan glycosyltransferase MrdB (JGENJPKG_00140)
ShosTA__ShosA (JGENJPKG_00146)
143
135 136 137 138 139 141 142 [ 144 145 147 148 149150

E%

IMGPR_plasmid_2687453397_000002 139427:161918(+)
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