putative tRNA-dihydrouridine synthase (PLPMFGPC_00060)
Thiosulfate sulfurtransferase GIpE (PLPMFGPC_00055)
Hydroxyacylglutathione hydrolase (PLPMFGPC_00057)

FJ “PLPMFGPC_00061
PLPMFGPC_00058
PLPMFGPC_00054
PLPMFGPC_00056

\ U \ é L PLPMFGPC_00062

PLPMFGPC_00059

PLPMFGPC_00053

IMGPR _plasmid_2571042533.000004 55779:63084(+)

tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (HEEMBAHA_00017)
putative tRNA—dihydTouridine synthase (HEEMBAHA_00006)
Thiosulfate sulfurtransferase GIpE (HEEMBAHA_00009)
HEEMBAHA_ 00010

{IPED-and

IMGPR_plasmid_2593338729_000002 7330:16594(+)

UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (IAOAKLHK_00002)
UDF?‘I\?aceftylmuramoyl-tripeptide—-D-aIanyI—D—alanine ligase (IAOAKLHK_00004)
Thiosulfate sulfurtransferase GIpE (IAOAKLHK_00008)

1 ] 3] 5 10

IMGPR_plasmid_2603879693 000005 497:16295(+)

Nickel import system permease protein NikB (CEIFDKGB_00004)
P(l)-ty;EMn2+ transporting ATPase (VF0848) (CEIFDKGB_00008)
Oligopeptide-binding protein oppA (VF0786) (CEIFDKGB_00003)
ABC-type heme transporter (VFO739) (CEIFDKGB_00006)
tRNA U34 carboxymethyltransferase (CEIFDKGB_00002)
15110 family transposase 1SSep2 (CEIFDKGB_00001)

putative protein YdhK (CEIFDKGB_00009)
MntABC (VF0455) (CEIFDKGB_00007)

| [ [ I5]T | | 10

— L —
IMGPR_plasmid_2568526369_000005 157:16844(+)

Nickel import system permease protein NikB (PEFOOEFM_00006)
P(1)-type MF2+ transportlng ATPase (VF0848) (PEFOOEFM_00010)
Metal- staphylopme blndlng protein CntA (PEFOOEFM_00004)
ABC- type pe heme transporter (VFO739) (PEFOOEFM_00008)

tRNA U34 carboxymethyltransferase (PEFOOEFM_00003)

1S110 family' transposase 1SSep2 (PEFOOEFM_00002)
MonT)acngcheroI Ilpase (PEFOOEFM_00001)

putatlve protein YdhK (PEFOOEFM_00011)
MntABC (VF0455) (PEFOOEFM_00009)
| 1 IslzT | | 12

— —
IMGPR _plasmid_2603879764_000003 283:18694(+)

Sal family ABC-F type ribosomal protection protein (NFO00169.2) (PCMGLFNI_00006)
Mph(B) fMy macrolide 2'-phosphotransferase (NF000242.2) (PCMGLFNI_00005)
Putativgtr‘ansposon Tn552 DNA-invertase bin3 (PCMGLFNI_00004)
Nickel |mport system permease protein NikB (PCMGLFNI_00012)
‘ P 1) type Mn2+ transportmg ATPase (VF0848) (PCMGLFNI_00016)
Ollgopept|de binding proteln oppA (VF0786) (PCMGLFNI_00011)
ABC- type heme transporter (VF0739) (PCMGLFNI_00014)
15110 family transposase 1SSep2( (PCMGLFNLOOOOS’)
156 family transposase 1S431R (PFCMGLFNI_00007)
Monoacylglycerol lipase (PCMGLFNI_00008)
putative protein YdhK (PCMGLFNI_00017)

ntABC (VF0455) (PCMGLFNI_00015)

| [ [0 Ja3[] | | 18

123

— _— —
IMGPR_plasmid_2571042505_000003 875:25925(+)

beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (ECGNJMEB_00010)
Nickel import system permease protein NikB (ECGNJMEB_00019)
P(1)-type Mn2+ transporting ATPase (VF0848) (ECGNJMEB_00023)
Oligopeptide-binding protein oppA (VF0786) (ECGNJMEB_00018)
ABC-type heme transporter (VFO739) (ECGNJMEB_00021)
tRNA U34 car‘boxymethyltransféra‘se (ECGNJMEB,OOON)
class A beta-lactamase (NF0121676) (ECGNJMEB 00009)
putative acrnyI -CoA reductase Acul (ECGNJMEB. 00007)
156 famllytransposase IS257R1 (ECGNJMEB 00014)
15110 fam||y transposase 1SSep2 (ECGNJMEB 00016)
Monoacylglycerol Ilpase (?CGNJMEB 00015)
Penicillinase repressor(ECGNJMEB 00011)
csa3_LILIIIV_V_VI_2(ECGNIMEB.00006)
\ pdta‘tiv‘e protein YdhK (ECGNJMEB_00024)
DNA-invertase hin (ECGNJMEB_00012) \
MntABC'(VF0455) (ECGNJMEB_00022)
13/ | | || \go\ T | | 25 putative tRNA-dihydrouridine synthase (ECGNJMEB_00026)

2
134 5| | 8

] —
IMGPR_plasmid_2590828763.000002 55:33389(+)

bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (PGMOPMKJ_00010)
Nickel import system permease protein NikB (PGMOPMKJ_00030)
P(1)-type Mn2+ transpa'ting ATPase (VF0848) (PGMOPMKJ_00034)
Oligopeptide-binding protein oppA (VF0786) (PGMOPMKJ_00029)
HTH-type transcriptional regulator ArcR (PGMOPMKEObZO)
ABC-type heme transporter (VFO739) (PFGMOPMKJ_00032)
tRNA U34 carboxymethyltransferase (EGMOPMKJ_OOOZS)
Hydroxyacylglutathione hydrolase (PGMOFsMKJ 00002)
1S6 family transposase I5257R1 P MOPMKJ _00025)
1S110 fam||y transposase ISSep2 PGMOPMKJ_00027)
Ornithine carbamoyltransferase (PGMOPMKJ_00019)
1S3 family transposase. ISSau4(PGMOPMKJ 00009) \
1S3 family transposase 1SSau4 PGMOPMKJ 00017)
Arglnlne/ornlthlne ant|porter (PGMOPMKJ 00021)
L Monoacylglycerol Ilpase (PGMOPMKJ_00026,
ymA operon (VF0840) (PGMOPMKJ_00011)
Carbamate kinase 1 (PGMOPMKJ_00018)
Arglnlne deiminase (PGMOPMKJ_00022)
] ]| L \ putative proteln YdhK (PGMOPMKJ 00035)
M

<

12Arg|n|nerepressor(PG OPMKJ 000 3)
[14 MntABC v¢0455 (PGM PMKJ_00033)
1 (345678 1316 24| | | \ | 32T | | 36

\MGPR?p\asm'\d72593338795_7000003 154:42578(+)

bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (EJPGKBCA_00010)
Nickel import system permease proteln NikB (EJPGKBCA_00030)
P(1)-type Mn2+ transportlng ATPase (VF0848) (EJPGKBCA_00034)
Oligopeptide-binding protein oppA (VFO786) (EJPGKBCA_00029)
HTH-type transcriptional regulator ArcR (EJ PGKBCAF)(DO)
ABC-type heme transporter (VF0739) (EJPGKBCA 00032)
tRNAU34 carboxymethyltransferase (EJPGKBCA_OOOZS)
Hydroxyacylglutathione hydrolase (EJPGKBCA_00002) \
1S110 family transposase 1SSep2 (EJPGKBCA_00027)
Ornithine carbamoyltransferase (EJPGKBCA_%O‘l‘?)
1S3 family transposase ISSau4 (EJ PGKBCA 00009)
1S3 famlly transposase 1SSau4 (EJPGKBCA_00017)
Arginine/ornithine antiporter (EJPGKBCA_00021)
MymA operon (VF0840) (EJPGKBCA 00011) |
Argi‘nine‘re‘préssor (EJPGKBCA_00023)
Carbamate kinase 1 (EJPGKBCA_00018) ‘ ‘
Arginine deiminase (EJPGKBCA_00022)

15 Monoacylglycerol lipase (EJP‘GKB‘ A_00026)
12 MntABC (VF0455) (EJPGKBCA 00033)
t14 25 putative protein YdhK (EJPGKBCA_00035)
1 |34 5678 1316 24] | | [82]] | T 36
] ] —

L)
IMGPR_plasmid_2574180281_000006 215:42639(+)

bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (FPIPDGOB_00005)
Nickel import system permease protein NikB (FPIPDGOB_00025)
P(1)-type Mn2+ transpT)rting ATPase (VF0848) (FPIPDGOB_00029)
Oligopeptide-binding protein oppA (VF0786) (FPIPDGOB_00024)
HTH-type transcriptional regulator ArcR (FPIPDGOB_00015)
ABC-type heme transporter (VF0739) (FPIPDGOB_00027)
tRNA U34 carboxymethyltransferase (FPIPDGOB_00023)
1S110 family transposase ISSgpi (FPIPDGOB_00022)
Ornithine carbamoyltransferase (FPIPDGOB_00014) ‘ ‘
\ 1S6 family transposase 1S431R (FPIPDGOB_00020,
1S3 family transposase 1SSau4 (FPIPDGOB_00004)
1S3 family transposase 1SSau4 (FPIPDGOB_00012)
Arglnlne/ornlthme antlporter(FPIPbGOB 00016)
‘ ‘ Monoacylglycerol lipase (FPIPDGOB_00021)
MymA operon (VF0840) (FPiPDGOB 00006) \ \
‘ ‘ T Arglnlne repressor (FPIPDGOB_00018)
Carbamate kinase 1 (FPIPDGOB_000%13) |
Arginine deiminase (FFIPDGOB_00017)
10 T putative protein YdhK (FPIPDGOB_00030)

ntABC (VF0455) (FPIPDGOB_00028)
-_—
IMGPR _plasmid_2744054904_000004 570:36835(+)

79

lgfl1

123 | | || [26[T | | 31

bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (BAMDJDBH_00013)
Nickel import system permease protein NikB (BAMDJDBH_00033)
P(1)-type Mn2+ transpE‘ting ATPase (VF0848) (BAMDJDBH_00037)
Oligopeptide-binding protein oppA (VF0786) (BAMDJDBH_00032)
HTH-type transcriptional regulator ArcR (BAMDJDBH_00023)

ABC-type heme transporter (VF0739) (BAMDJDBH_00035)
tRNA U34 carboxymethyltransferase (BAMDJDBH_00031)
Hydroxyacylglutathione hydrolase (BAMDJDBH_00005) \

\ 1S110 family transposase 1SSep2 (BAMDJDBH_00030)
Ornithine carbamoyltransferase (BAMDJDBH_00022)
1S3 family transposase ISSau4 (BAMDJDBH_00012)
1S3 family transposase ISSau4 (BAM DJDBH_00020,
Arglnme/ornlthlne antlporter(BAMDJDBH 00024)
ymA operon (VF0840) (BAM DJDBH 00014) \

‘ Arglnlne repressor (BAMDJDBH_00026)

Carbamate kinase 1 (BAMDJDBH_00021) \ (L L

Arginine deiminase (BAMDJDBH_00025)
18 Monoacylglycerol lipase (BAMDJDBH_00029)

15 MntABC (VF0455) (BAMDJDBH_00036)
10 28 putative protein YdhK (BAMDJDBH_00038)
123 4 |67 8911 1&L19 27] [ | [34]| | ]3940
g D

IMGPR _plasmid_2571042583_000001 1120:47484(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (JNPJMFNB_00005)
bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (JNPJMFNB_00026)
beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (JNPJMFNB_00006)

Nickel import system permease protein NikB (JNPJMFNB_00046)
Oligopeptide-binding protein oppA(T/FO786) (JNPJMFNB_00045)
HTH-type transcriptional regulator ArcR (JNPJMFNBW)O&S)

Glycerophosphodiester phosphodiesterase, cytoplasmic (JNPJMFNB_00003) TABC type heme transporter (VF0739) (JNPJMFNB_00048)
‘ tRNA U34 carboxymethyltransferase (JNPJMFNB_00044)

1S110 fam||y transposase ISSep2 (JNPJMFNB_00043)
Ornithine carbamoyltransferase (JNPJMFNB_00035) J \
\ |56fami|yTrénsposase IS431R (JNPJM NB_00041)
IS3 family transposase ISSau4 (JNPJMFNB. 00025) P(1)-type Mn2+ transporting ATPase (VF0848) (JNPJMFNB_00050)
1S3 family transposase ISSau4 (JNPJMFNB _00033)
Arglnlne/ornlthmeantlporter (JNPJMFNB_00037)
Hydroxyacylglutath|onehydrolase(JNPJMFNB 00018) Monoacylglycerol Ilpase(JNPJMFNB 0042)
MymA operon (\/F0840) (JNPJMFNB boo27) ‘
Carbamate kinase 1 (JNPJMFNB_00034)
‘ Arginine deiminase (JNPJMFNB_00038)
151182 family transposase 1SSep1 (JNPJMFNB_00008) 31 \ \ \ \ \ T \ \ putative protein YdhK (JNPJMFNB_00051)
1S6 family transposase 1S257R1 (JNPJMFNB_00001) 28 Arginine repressor (JNPJMFNB_00039) \ LputativetRNA—dihydrouridinesynthase (JNPJMFNB_00053)
10 15 19 21 23 Lao MntABC (VF0455) (JNPJIMFNB_00049)
9111213 14[16 17 | [20]2224 29|32 aol | [ || |az|T | | 52
[

$F—

IMGPR_plasmid_2593338665_000002 149:62625(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (EBJAPJNA_00004)
bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (EBJAPJNA_00025)
beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (EBJAPJNA_00005)
Nickel import system permease protein NikB (EBJAPJNA_00045)
Oligopeptide-binding protein oppA (VFO786) (EBJAPJNA_00044)
HTH-type transcriptional regulator ArcR (EBJAPJNA_00035)
Glycerophosphodiester phosphodiesterase, cytoplasmic (EBJAPJNA 00002) [ ABC-type heme transporter (VF0739) (EBJAPJNA 00047)
tRNA U34 carboxymethyltransferase (EBJAPJNA_00043)
1S6 family transposase 1S257R1 (EBJAPJNA 00040)
15110 family transposase 1SSep2 (EBJAPJNA_00042)
Ornithine carbamoyltransferase (EBJAPJNA_(%OGQ ‘
1S3 family transposase ISSau4(EBJAPJNA cﬁoz4) P(1)-type Mn2+ transporting ATPase (VF0848) (EBJAPJNA_00049)
IS3 family transposase ISSau4 (EBJAPJNA_00032)
Argmme/ornlthme antlporter EBJAPJN 0036,
Hydroxyacylglutathione hydrolase (EBJAPJNA_00017) Monoacwgycerol lipase ( EBJAPJNA_ 0041)
NMymA operon (VF0840) (EBJAPINA_00026)
Carbamate kinase 1 (EBJAPJNA 00033
Arg|n|r‘1eﬁelrﬁ|na‘se(EBJA?JNA_OOO?» )
|| | | | putative protein YdhK (EBJAPJNA_00050)
27 LArgmme repressor (EBJA| JNA_00038) J putative tRNA-dihydrouridine synthase (EBJAPJNA_00052)
18 20 22 L [ MntABC (VF0455) (EBJAPJNA_ 00048)

J19]2123 §L31‘ 39| | 46| T | | 51|
{ Dl

151182 family transposase 1SSep1 (EBJAPJNA_00007)
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\MGPR_p\asmld_2603879671_000003 492:62035(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (DAMAAHDG_00004)
bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (DAMAAHDG_00025)
Nickel import system permease protein NikB (DAMAAHDG_00045)
beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (DAMAAHDG_00005) P(1)-type Mn2+ transpating ATPase (VF0848) (DAMAAHDG_00049)
Oligopeptide-binding protein oppA (VF0786) (DAMAAHDG_00044)
HTH-type transcrlptlonal regulator ArcR (DAMAAHDG 00035)
Glycerophosphodiester phosphodiesterase, cytoplasmlc(DAMAAHDG _00002) TABC type heme transportér (VF0739) (DAMAAHDG_00047)
tRNA U34 carboxymethyltransferase (BAMAAHDG_00043)
15110 famlly transposase ISSep2 (DAMAAHDG' 00042)

Ornithine carbamoyltransferase (DAMAAHDG_00034) ‘ (L

1S6 family transposase 15431R (DAMAAHDG_00040)

1S3 family transposase ISSau4 (DAMAAHDG_00032) ‘ J ‘
Arg|n|ne/orn|th|ne antlporter DAMAAHDG _00036)
Hydroxyacylglutathione hydrolase (DAMAAHDG 00017)Monoacylglycerol Ilpase (DAMAAHDG 00041,
MymA operon (VF0840) (DAMAAHDG_00026)
Carbamate kinase 1 (DAMAAHDG_00033)
0

1S3 family transposase ISSau4 (DAMAAHDG 00024)

Argmme‘ olTeuh.r‘\as‘e (DAMAAHD 0037)
L] | | [putative protein YdhK (DAMAAHDG_00050)
151182 fam IytransposaseISSepl(DAMAAH G_00007 27Arg|n|ne repressor (DAMAAH G_00038) ‘ J putative tRNA-dihydrouridine synthase (DAMAAHDG_00053)
14 18 20 22 L MntABc(v#0455)(DAMAA DG_00048)
i 89I 1112 13[15 16 | [19]2123 2831 39| ||| |46]T | | 5152
b K K ] D)

IMGPR_plasmid_2568526668_000003 431:61971(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (BACKNFIK_00004)
bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (BACKNFIK_00025)
beta-lactam sensor/signal transducer BlaR1 (NF033108.1) (BACKNFIK_00005)
Nickel import system permease protein NikB (BACKNFIK_00045)
Oligopeptide-binding protein oppA (VF0786) (BACKNFIK_00044)
HTH-type transcriptional regulator ArcR (BACKNFIK_00035)
Glycerophosphodiester phosphodiesterase, cytoplasmic (BACKNFIK_00002) ABC-type heme transporter (VF0739) (BACKNFIK_00047)
tRNA U34 carboxymethyltransferase (BACKNFIK_00043)
Hydroxyacylglutathione hydrolase (BACKNFIK_00017) 15110 family transposase 1SSep2 (BACKNFIK_00042)
Ornithine carbamoyltransferase (BACKNFIK_00034) ‘
1S3 family transposase 1SSau4 (BACKNFIK_00024) P(1)-type Mn2+ transporting ATPase (VF0848) (BACKNFIK_00049)
1S3 family transposase 1SSau4 (BACKNFIK_00032) \
Arg‘inine/ornitﬁne antiporter (BACKNFIK_00036)
MymA operon (VF0840) (BACKNFIK_00026) \ \
Arginine repressor (BACKNFIK_00038)
Carbamate kinase 1 (BACKNFIK 00033) | | |

Arginine deiminase (BACKNFIK_00037)J
30 Monoacylglycerol lipase (BACKNFIK_00041)
1S1182 family transposase 1SSep1 (BACKNFIK_00007) 27L MntABC (VF0455) (BACKNFIK_00048)
14 18 20 22 L 40 putative protein YdhK (BACKNFIK_00050)
I ‘ ‘ ‘Tsﬂ 11 12 1315 16 ‘T19t2153 28|31 39 [ | |4a6]| | T 51
b K K I

\MGPR?p\asm|d725710421867000004 527:59205(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NF000237.1) (JBKDKCMM_00005)
bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (JBKDKCMM_00026)
Nickel import system permease protein NikB (JBKDKCMM_00046)
beta-lactam sensor/signal transducer BlaR1 (NF033108.1) (JBKDKCMM_00006) P(1)-type Mn2+ transportmg ATPase (VF0848) (JBKDKCMM_00050)
| Oligopeptide-binding protein oppA (VF0786) (JBKDKCMM_00045)
HTH-type transcript|ona| regulator ArcR (JBKDKCMM_OOO36)
Glycerophosphodiester phosphodiesterase, cytoplasm|c(JBKDKCMM _00003) ABC-type heme transporter (VF0739) (JBKDKCMM_00048)
Hydroxyacylglutathione hydrolase (JBKDKCMM_00018)tRNA U 4carboxymethyltransferase (JBKDKCMM_00044)
| 15110 family transposase ISSep2 (JBKDKCMM_00043)
Ornithine carbamoyltransferase (JBKDKCMM_00035)
ransposase 1SSau# (JBKDKCMM_00025) |
1S3 family transposase ISSau4 (JBKDKCMM _00033)
Arglnlne/ornlthme antlporter (JBKDKCMM_ 0003 )
ymA operon (VF0840) (JBKDKCMM_00027) I\JI
‘ Arglnlne repressor (JBKDKCMM_00039)
Carbamate kinase ‘1 (JBKDKCMM' 00034) L L
Arginine deiminase (JBKDKCMM_00038)
31 Monoacylglycerol lipase (JBKDKCMM_00042,

1S3 family

ISllE 2 fam||y fransposase I1SSep1 (JBKDKCMM_00008)

1S6 family transposase 1S431R (JBKDKCMM_00001) ZSL MntABC :(vroztss):(JTBKDKCMM,ooo49)
10 15 19 21 23 L 41 putative protein YdhK (JBKDKCMM_00051)
91112 13 14[16 17 | [20]2224 §L32 40| | | |47] |

| T 52
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IMGPR_plasmid_2590828764_000002 60:59674(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (INBPILDJ_00004)
bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (INBPILDJ_00025)
Nickel import system permease protein NikB (INBPILDJ_00045)
Oligopeptide-binding protein oppA (VFO786) (INBPILDJ_00044)
HTH-type transcriptional regulator ArcR (INBPILDJ_00035)
beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (INBPILDJ_00005) T ABC-type heme transporter (VF0739) (INBPILDJ_00047)
tRNA U34 carboxymethyltransferase (INBPILDJ_00043)
1S6 family transposase 15257R 1 (INBPILDJ 00040)
Glycerophosphodiester phosphodiesterase, cytoplasmic (INBPILDJ_00002)15110 family transposase 1SSep2 (INBPILDJ_00042)
Ornithine carbamoyltransferase (INBPILDJ_O&)34)‘ ‘
1S3 family transposase 1SSau4 (INBPILDJ_00024)  P(1)-type Mn2+ transporting ATPase (VF0848) (INBPILDJ_00049)
IS3 family transposase ISSau4 (INBPILD._ 00032)J L | |
Arg|n|ne/orn|th|ne antlporter (INBPILD _00036)
Hydroxyacylglutathione hydrolase (INBPILDJ 00017)  [Monoacylglycerol lipase {INBPILDJ_00041)
“MymA operon (VF0840) (INBPILDJ_00026) |
Carbamate kinase 1 (INBPILDJ_00033)
Arglnlnadelmlnase (INBPILDJ_00037)
| J || é ‘ | putative protein YdhK (INBPILDJ_00050)
LDJ_00038)

151182 fam IytransposaseISSepl(INBPILDJ_OOOO7) 27 LArgmlne repressor (IN L Jv
14 18 20 22 L MntABC (VFO455) (INBPILDJ_00048)
| 89I 1112 13[15 16 | [19]2123 2831 91| ||| la6lT | | 51
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IMGPR _plasmid_2593338626_000005 336:59015(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (IENNMLBK_00004)
bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (IENNMLBK_00026)
beta-lactam sensor/signal transducer BlaR1 (NF033108.1) (IENNMLBK_00005)
Nickel import system permease protein NikB (IENNMLBK_00046)
Oligopeptide-binding protein oppA (VF0786) (IENNMLBK_00045)
HTH-type transcriptional regulator ArcR (IENNMLBK_00036)
Glycerophosphodiester phosphodiesterase, cytoplasmic (IENNMLBK_00002) ABC-type heme transporter (VFO739) (IENNMLBK_00048)
tRNAU34 carboxymethyltransferase (IENNMLBK_00044)
1S110 famlly transposase |ss§p2 (IENNMLBK_00043)
Ornithine carbamoyltransferase(IENNMLBK 00035) ‘
1S6 family transposase 15431R (IENNMLBK_00041)
1S3 family transposase 15Sau4 (IENNMLBK_00024) P(1)-type Mn2+ transporting ATPase (VF0848) (IENNMLBK_00050)
1S3 fami|yTrahsposase ISSau4‘(IENNMLBK_00033)‘
rglnlne/ormthme antlporter (IENNMLBK_00037)
Hydroxyacylglutathione hydrolase(lENNMLBk 00017) Monoacylglycerol Ilpase(IENNMLBK 00042)
MymaA operon (VF0840) (IENNMLBK_00027) |
Carbamate kinase 1 (IENNMLBK 00034)
000 8)

Arglnlne - deiminase (IENNMLBK_
putatlve protein YdhK (IENNMLBK_00051)

28 Arglnlne repressor (IEN l‘\lh‘/ILliK 00039)

151182 fam IytransposaseISSepl(IENNMLB _00007)
14 18 20 22 L MntABC (VF0455) (IENNMLBK_00049)
i 89I 1112 1315 16 | [19]2123 25 2932 || | || |47]T | | 52
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IMGPR _plasmid_2571042062_000001 527:59205(+)

bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (INFBGEHM_00047)
Nickel import system permease protein NikB (INFBGEHM_00067)
P(1)-type Mn2+ transporting ATPase (VF0848) (INFBGEHM_00071)
PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (INFBGEHM_00026) Oligopeptide-binding protein oppA (VF0786) (INFBGEHM_00066)
Sal family ABC-F type ribosomal protection protein (NFO00169.2) (INFBGEHM_00021) HTH-type transcriptional regulator ArcR (INFBGEHM_D0057)

Mph(B) family macrolide 2‘—phosphotrar€f€rase (NF000242.2) (INFBGEHM_00020)

beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (INFBGEHM_00027)

ABC-type hemetranspor‘ter‘ (VF0739) (INFBGEHM_00069)
tRNA u34 carboxymethyltransferase (INFBGEHM_00065)

Hydroxyacylglutathione hydrolase (INFBGEHM 00039) 1S110 fam|lytransposase ISSep2 (INFBGEHM_00064)

Glycerophosphodiester phosphodiesterase, cytoplasmic (INFBGEHM_00024)

beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (INFBGEHM_00004)
Putative transposon Tn552 DNA-invertase bin3 (INFEGEHM_00019)
class A beta-lactamase (NFO12167.0) (INFBGEHM_00005)
putative acrylyl-CoA reductase Acul (INFBGEHM_00007)
151182 family transposase 1SSep1 (INFBGEHM_00029)
1S6 family transposase 1S257R1 (INFBGEHM_00022)

Pen|C|II|nase repressor(INFBGEHM 00003)

1S3 family

csa3_ i 11 |v V_VI_2 (INFBGEHM_00008)
DNA-invertase hin (INFBGEHM_00002)
12 17 31
1315 18 32 36
1 6 | |91011] 14] 16] 23 |25 28| 30 3334 35[37 38
HED

40 42 44

Ornithine' carbamoyltransferase (INFBGEHM_00056)
| 1S6 family transposase 1S431R (INFBGEHM_00062

transposase 1SSau4 (INFBGEHM_00046) \

|53fam||yTrahsposase |SSau4‘(|NFBGEHM .00054)
Arglnme/ormthlne ant|porter(INFBGEHM 0058)
Monoacylglycerol lipase (INFBGEHM_00063)
Carbamate kinase 1 (INFBGEHM_00055)
Arginin‘eEei‘mfna‘se(INFBG‘EHM_O 059)
52 \ \ \ \ éput:ati\:/eproteinYdhK INFBGEHM_00072)
GEHM_00060) L
[ MntABC'(VF0455) (INFBGEHM_00070)

61l | | || le8l[ | | 78
DOODRED—L5D

MymA operon (\JF0840) (INFBGEHM _00048) ‘

49 ;Arginine repressor (INF

o
WD

[ 41]43 25

\MGPR_p\asm'\d_2.593338819_000001 301:78434(+)

Nickel import system permease pr protein NikB (AMACMNOL_00013)
P(1)-type Mn2+ transportmg ATPase (VF0848) (AMACMNOL_00017)
Oligopeptide-binding protein oppA (VF0786) (AMACMNOL_00012)
HTH-type transcriptional regulator ArcR (AMACMNOL_00003)
ABC-type heme transporter (VF0739) (AMACMNOL_00015)
tRNA U34 carboxymethyltransferase (AMACMNOL_00011)
1S6 fa‘m.ly transposase 1S257R1 (AMACMNOL_00008)
ISllOfamlIytransposase |$$ep2 AMACMNOL_00010)
Orn|th|ne carbamoyltransferase (AMACMNOL 00002)
Argmme/ornlthlne antlporter (AMACMNOL._00004)
Monoacylglycerol lipase (AMACMNOL_00009)
\ { \ \ I putative protein YdhK (AMACMNOL_00018)
Arginine repressor (AMACMNOL_00006)
Carbamate kinase 1 (AMACMNOL_00001)
T \ { \ MntABC (VF0455) (AMACMNOL_00016)
Arginine deiminase (AMACMNOL_00005)

LTI Tz | ] ] [14]]

1920

L — —
IMGPR_plasmid_2636415878_000005 293:26941(+)

Hydroxyacylglutathione hydrolase (ALKEECLD_00002)
1 T374 5 putative tRNA-dihydrouridine synthase (ALKEECLD_00006)

IMGPR_plasmid_2593338515 000004 129:14446(+)

Hydroxyacylglutathione hydrolase (FOAMBGAM_00002)
1 [34 5

IMGPR_plasmid_2571042615_000005 218:11670(+)

Hydroxyacylglutathione hydrolase (MPKJFGFI_00002)
1 T374 5 6 putative tRNA-dihydrouridine synthase (MPKJFGFI_00007)

IMGPR_plasmid_2574180280_000003 129:14442(+)

Hydroxyacylglutathione hydrolase (CIAMGKBB_00002)
1 34 56

IMGPR_plasmid_2593338976_000004 160:11608(+)

PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFO10315.0) (MBHMEOKD_00238)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (MBHMEOKD_00239)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (MBHMEOKD_00235)
P(1)-type Mn2+ transporting ATPase (VF0848) (MBHMEOKD_00229)
organomercurial lyase MerB (NFO33555.1) (MBHMEOKD_00234)
ISétamllytransposase [S431R (MBHMEOKD_00230)

Mult|copper o><|dase mco (MBHMEOKD 00228)

putatlve proteln YdhK (MBHMEOKD_00227)

232
37 231 225
236 | 239| 226]

—
IMGPR_plasmid_2657245611_000004 255395:274928(-)

PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFO10315.0) (NBOGCPBI_00002)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (NBOGCPBI_00001)
%RFAMS mercury(ll)reductase (TIGR02053.1) (NBOGCPBI_00005)
P(1) type Mn2+ transportlng ATPase (VF0848) (NBOGCPBI_00011)
organomercunal Iyase MerB (NF033555.1) (NBOGCPBI_00006)
IS6 family transposase [S431R (NBOGCPBI_00010)
Multlcopper oxidase mco (NBOGCPBI_00012)
putative protein YdhK (NBOGCPBI_00013)
8
9

3

14

N

—
IMGPR _plasmid_2667527689_000004 839:20372(+)

PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (LEHLFLDD_00344)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (LEHLFLDD_00345)
TSRFAMS mercury(ll) reductase (TIGR02053.1) (LEHLFLDD_00340)
P(1) -type Mn2+ transportlng ATPase (VF0848) (LEHLFLDD_00334)
organomercunal Iyase MerB (NF033555.1) (LEHLFLDD_00339)
196 family transposase [S431R (LEHLFLDD_00335)

Multlcopper OX|dase mco (LEHLFLDD_00333)

putative protein YdhK (LEHLFLDD_00332)

341| | 337
43 336 330
|34: 339 | 331| putative tRNA-dihydrouridine synthase (LEHLFLDD_00329)

—
IMGPR_plasmid_2671180486_000004 360743:383138(-)

P(1)-type Mn2+ transporting ATPase (VF0848) (EONMBDJI_00335)
Mplti&oﬁpper oxidase mco (EONMBDJI_00334)
putative protein YdhK (EONMBDJI_00333)
331
332T1mtative tRNA-dihydrouridine synthase (EONMBDJI_00330)

—
IMGPR_plasmid_2663763177_000003 360815:374550(-)

PBP2a famlly beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (DCFHIFOM_00004)

beta- Iactam sensor/5|gnal transducer BlaR1 (NF033108.1) (DCFHIFOM_00005)

Glycerophosphodlester phosphodiesterase, cytoplasmic (DCFHIFOM_00002)
Hydroxyacylglutathione hydrolase (DCFHIFOM_00018)

151182 family transposase 1SSep1 (DCFHIFOM_00007)

14
10 15 19
13 6|89 1112 13|]1617 | [20 21

IMGPR_plasmid_2568526077_000003 492:28197(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (KPHLKDHJ_00004)
beta-lactam sensor/signal transducer BlaR1 (NF033108.1) (KPHLKDHJ_00005)
Gcherophozphodiester phosphodiesterase, cytoplasmic (KPHLKDHJ_00002)
Hydroxymethylglutaryl-CoA synthase (KPHLKDHJ_00001)

‘ Hydroxyacylglutathione hydrolase (KPHLKDHJ_00017)
51182 family transposase 1SSep1 (KPHLKDWJ_OOOO7)

14 18
89I

11 12 1315 16 | [ 192021
IMGPR_plasmid 2636415415 000004 403:27998(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (KEODJOIK_00003)
beta-lactam sensor/signal transducer BlaR1 (NF033108.1) (KEODJOIK_00004)
Gche‘ropﬁJsphodiester phosphodiesterase, cytoplasmic (KEODJOIK_00001)
‘ ATP-dependent RecD-like DNA helicase (KEODJOIK_00021)
151182 family transposase 1SSep1 (KEODJOIK_00006)
53 family transposase ISSau4 (KEODJOIK_00016)
153 family transposase ISSau4 (KEODJOIK_00015)
1S3’ family transposase [$Saud ( KEODJOIK_00017)

10 \ 22
g 14| 19 L24
2 78] 1112 13[||| 18 20 23] 25 26 putative tRNA-dihydrouridine synthase (KEODJOIK_00027)

IMGPR_plasmid_2593338639_000002 391:33060(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (EIDFDHOE_00005)
beta—laca'nTsensor/signal transducer BlaR1 (NF033108.1) (EIDFDHOE_00006)
GcheropHospﬁodiester phosphodiesterase, cytoplasmic (EIDFDHOE_00003)
| | ATP-dependent RecD-like DNA helicase (EIDFDHOE_00023)
151182 family transposase 1SSep1 (EIDFDHOE_00008)
156 fémily‘traﬁsﬁ;?ase 15257R1 (EIDFDHOE_00001)
153 fam||y transposase ISSau4 (EIDFDHOE 00018)
1S3 fam|ly transposase 1SSau4 (EIDFDHOE_00017)
1S3 famlly transposase I$Sau4 EIDFDHOE _00019)

11
21
20 [ 22

10 16
IMGPR _plasmid_2571042394_000005 1:34605(+)

912 13 14 15|
PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (AEODNPAM_00003)
beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (AEODNPAM_00004)
Glycerophosphodlester phosphodiesterase, cytoplasmic (AEODNPAM_00001)
‘ ATP-dependent RecD-like DNA helicase (AEODNPAM_00020)
151182 family transposase 1SSep1 (AEODNPAM_00006)
153 family transposase 1SSau4 (AEODNPAM_00015)
1S3 farnily transposase 1SSau4 (AEODNPAM_00014)
153 family transposase 155au4 (AEODNPAM_00016)
13 18 22
78910 11 12 || 17 [ 19 21[ 23 24

2 |4 7 24] 26 27 putative tRNA-dihydrouridine synthase (EIDFDHOE_00028)

| ||

IMGPR_plasmid_2582581093_.000004 274:30077(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (LDOKNJGF_00003)
beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (LDOKNJGF_00004)
Glyce‘ropﬁ)sphodiester phosphodiesterase, cytoplasmic (LDOKNJGF_00001)
‘ ATP-dependent RecD-like DNA helicase (LDOKNJGF_00020)
151182 family transposase 1SSep1 (LDOKNJGF_00006)
153 family transposase 1SSau4 (LDOKNJGF_00015)
153 family transposase 1SSau4 (LDOKNJGF_00014)
1S3 ‘family transposase 18Sau4 (LDOKNJGF_00016)

\ 21
18 Lzs
17 119 22 24 25

13
IMGPR_plasmid_2603879656_000003 530:30334(+)

789 10 11 12|
PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (ENJAKFDE_00004)
beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (ENJAKFDE_00005)
Glycero‘phgphodiester phosphodiesterase, cytoplasmic (ENJAKFDE_00002)
ATP-dependent RecD-like DNA helicase (ENJAKFDE_00021)
1S1182 family transposase 1SSep1 (ENJAKFDE_00007)
IS3 family transposase ISSau4 (ENJAKFDE_00016)
1S3 family transposase ISSau4(ENJAKFDE 00015)
1S3 family transposase [$Sau4 (ENJAKFDE 00017)
10 14
89] 11 12 13|

113 Lstgo ‘ 2,2T2i25

IMGPR_plasmid_2568526361_000002 324:31091(+)

PBP2a family beta lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (BKAOKKMG_00008)
APH(3 ) family amir amlnoglyc05|de O-phosphotransferase (NFO33068.1) (BKAOKKMG_00002)
beta lactam sensor/5|gnal transducer BlaR1 (NF033108.1) (BKAOKKMG_00009)
Glycerophosphodlester phosphodiesterase, cytoplasmic (BKAOKKMG_00006)
streptothrlcm N-acetyltransferase Sat4 (NFO00360.1) (BKAOKKMG_00001)
\ \ \ ATP-dependent RecD-like DNA helicase (BKAOKKMG_00025)
151182 family transposase 1SSep1 (BKAOKKMG_00011)
1S3 family transposase 1SSau4 (BKAOKKMG_00020)
1S3 family transposase 1SSau4 (BKAOKKMG_00019)
1S3 family transposase 1S5au4 (BKAOKKMG_00021)

1S6 family transposase 15431R (BKAOKKMG_00004)

13
14 18 23 27
3|5 7 | [10] 12] 1516 17| 2224 26[ 28 29

IMGPR_plasmid_2593338947_000002 809:35181(+)

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (CJNKFEBH_00003)
betTtam sensor/signal transducer BlaR1 (NFO33108.1) (CJNKFEBH_00004)
Glycerophosphodlester phosphodiesterase, cytoplasmic (CJNKFEBH_00001)
151182 family transposase 1SSep1 (CJNKFEBH_00006)
151182 family transposase 1SSep1 (CJNKFEBH_00007)

153 family transposase ISSau4 (CJNKFEBH_00016)

153 family transposase ISSau4 (CJNKFEBH_00015)

1S3 fam||y transposase [SSau4 (CJNKFEBH_00017)
RecBCD enzyme subunit RecD (CJNKFEBH_00022)

| 23
19 Lzs
18 [20 21 | 24[26 27

10 14
89 1112 13]|
IMGPR_plasmid_2593338562_000003 479:30283(+)
15

14
1216 19 21
1113 17 18] 20 22 2324

2 3

IMGPR_plasmid_2593338787_000002 9193:27843(+)

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (OFNGCIDG_00021)
23S rRNA (adenine(2058)-N(6))- methyltransferase Erm(F) (NFO12223.0) (OFNGCIDG_00001)
KNT (9) family aminoglycoside nucleot|dyltransferase (NF012212.1) (OFNGCIDG_00002)
Potassium-transporting ATPase potassnum binding subunit (OFNGCIDG_00023)
Potassium- transportlng ATPase ATP- -binding subunit (OFNGCIDG_00024)
Potassium—transporting A‘TPZsedec subunit (OFNGCIDG_00026)
Potassium-transporting ATPase KdpC subunit (OFNGCIDG_00025)
IS3 family transposase ISSau4 (OFNGCIDG_0001%)
1S3 family transposase ISSau4 OFNGCIDG 00013
1S3 family transposase 1SSau4 (OFNGCIDG 00017)
Tyrosine recombinase XerC (OFNétIDG 00005 ‘
1{ Sensor proteln deD OFNGCI
yrosine recombinase XerC (OFNGCIDG_00004)

10
3

68 13 15
IMGPR _plasmid_2590828151 000003 112:40924(+)

G_00022)
$tk2_Stk2 (OFNGCIDG_00032)

29
30
27 28|31 | 33 34

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (DJKGLDLH_00021)
23S rRNA (adenine(2058)-N(6))- methyltransferase Erm(F) (NFO12223.0) (DJKGLDLH_00001)
KN]' ) family aminoglycoside nucleotidyltransferase (NF012212.1) (DJKGLDLH_00002)
Potassium-transporting ATPase potassium-binding subunit (DJKGLDLH_00023)
Potassium-transporting‘ATPase‘ATP-binding subunit (DJKGLDLH_00024)
Potassium-transporting ATPase KdpC subunit (DJKGLDLH_00026)
Potassium- transpdrtlng ATPase KBpC subunit (DJKGLDLH_00025)
153 family transposase ISSau4 (DJKGLDLH_00019)
1S3 family transposase ISSau4(DJKGLDLH 00018)
1S3 family transposase 1SSau4 (DJkGLDLH 00017)
Tyrosine recombinase XerC (DJ K(:TLDLH 00005) |L ‘L
‘ Sensor protein deD (DJKGLDLH_00022)
yrosine recombinase XerC (DJKGLDLH_00004) | Stk2_Stk2 (DJKGLDLH_00032)

79 1112 14]16|| 20

10 29
68 13 15 30
3 79 1112] 14]16|]| 20 272831 | 33 34

IMGPR_plasmid_2568526239_000004 112:39881(+)

VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (BMHGOOHH_00030)
23SrRNA (adenine(2058)—N(6))—methyltransferaseErm(F) (NF012223.0) (BMHGOOHH_00010)
2- methoxy-6 polyprenyl-1,4-benzoquinol methylase, mitochondrial (BMHGOOHH_00009)
ANT(9) famlly aminoglycoside nucleot|dy|transferase (NF012212.1) (BMHGOOHH_00011)
Potassium-transporting ATPase potassium-binding subunit (BMHGOOHH_00032)
Potassium- transportlngATPaseATF P-binding subunit (BMHGOOHH_00033)
Potassium- transportlng ATPase deC subunit (BMHGOOHH_00035)
Potassium-transporting ATPase KdpC subunit (BMHGOOHH_00034)
1S3 family transposase 1SSau4 (BMHGOOHH_00028)
1S3 family transposase 1SSau4 (BMHGOOHH_00027)
1S3 family transposase 1SSati4 (BMHGOOHH_00026)
Tyrosme recomblnase XerC (BMHGOOHH_ 00014
Tyrosme recombinase XerC (BMHGOOHH_00013)
Sensor protein KdpD (BMHGOOHH_00031)

17 Stk2' Stk2 (BMHGOOHH 00040)
1519 22 24
12 16 2021] 23725 ||| 29 36 3; 3739 41 42

IMGPR_plasmid_2590828239_000003 6799:50207(+)

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (KNENNFNP_00021)
23S rRNA (adenine(2058)-N(6))- methyltransferase Erm(F) (NFO12223.0) (KNENNFNP_00001)
KNT 9) family aminoglycoside nucleot|dyltransferase (NF012212.1) (KNENNFNP_00002)
Potassium-transporting ATPase potassium-binding subunit (KNENNFNP_00023)
Potassium-transporting ATPase ATP-binding subunit (KNENNFNP_00024)
Potassium—transportingATPZS'?deC subunit (KNENNFNP_00026)
Potassium-transporting ATPase KdpC subunit (KNENNFNP_00025)
IS3 family transposase ISSau4 (KNENNFNP_00019)
1S3 family transposase ISSau4 (KNENNFNP 00018
1S3 family transposase 1SSau4 (KNENNFNP '00017)
Tyrosine recombinase XerC (KNENNFNP 00005 L‘ ‘
1{ Sensor proteln deD (KNENNF P_00022)
yrosine recombinase XerC (KNENNFNP_00004)

10
3

68 13 15
IMGPR _plasmid_2588254205_000009 87:40898(+)

$tk3_ Stk2 (KNENNFNP_00032)

29
30
27 28|31 | 33 34 39

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (BPECFNDK_00021)

23S rRNA (adenine(2058)—N(6))—methy|tranTsferase Erm(F) (NFO12223.0) (BPECFNDK_00001)

KN:I'(% family aminoglycoside nucleotidyltransferase (NF012212.1) (BPECFNDK_00002)

Potassium-transporting ATPase potassium-binding subunit (BPECFNDK_00023)
Potassium-transporting ATPase ATP-binding subunit (BPECFNDK_00024)

Potassium-transporting ATPase KdpC subunit (BPECFNDK_00026)
Potassium—transborting ATPase KapC subunit (BPECFNDK_00025)

IS3 family transposase [SSau4 (BPECFNDK_00019)

1S3 family transposase ISSau4 (BPECFNDK 00018

1S3 family transposase 1SSau4 (BPECFNDK 00017)

Tyrosine recombinase XerC (BPECFNDK 00005

1{ Sensor proteln deD BPE FN

rosine recombinase XerC (BPECFNDK_00004) $tk2_ Stk2 (BPECFNDK_00032)
3

29
30
27 28|31 | 333435
IMGPR _plasmid 2590828109 000002 112:40923(+)

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (NIEBBJAI_00021)
23S rRNA (adenine(2058)-N(6))- methyltranTsferase Erm(F) (NFO12223.0) (NIEBBJAI_00001)
XNT (9) family aminoglycoside nucleot|dy|transferase (NF012212.1) (NIEBBJAI_00002)
Potassium-transporting ATPase potassmm binding subunit (NIEBBJAI_00023)
Potassium- transportmg ATPase ATP- binding subunit (NIEBBJAI_00024)
Potassium-transporting ATPase KdpC subunit (NIEBBJAI_00026)
Potassium—transporting ATPase kde subunit (NIEBBJAI_00025)
1S3 family transposase 1SSau4 (NIEBBJAI_00019}
1S3 family transposase 1S5au4 (NIEBBJAI 00018)
1S3 family transposase 155au4 (NIEBBJAI_00017)
Tyrosine recomblnaseXerC(NIEB@JAl 00005) L L
1{ Sensor proteln deD (NIEBBJAI_00022)
rosine recombinase XerC (NIEBBJAI_00004] Stk2_Stk2 (NIEBBJAI_00032)

29
éTo
3 27 28|31 | 33 34

IMGPR_plasmid_2590828169 000003 112:40924(+) T

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (DFJMEKIA_00049)
23S rRNA(aden|ne(2058 N(6))- methyltransferaseErm(F) (NF012223.0) (DFJMEKIA_00030)
2- methoxy-6 polyprenyl-1,4-benzoquinol methylase, mitochondrial (DFJMEKIA_00029)
ANT(9) famlly aminoglycoside nucleot|dyltransferase (NF012212.1) (DFJMEKIA_00031)
Potassium-transporting ATPase potassuum binding subunit (DFJMEKIA_00051)
Potassium- transportmg ATPase ATP-| -binding subunit (DFJMEKIA_00052)
Potassium—transporting ATP:ngde subunit (DFJMEKIA_00053)
1S3 family transposase 1SSau4 (DFJMEKIA_00047)
1S3 family transposase ISSTau4 (DFJMEKIA_00046)
1S3 family transposase 1SSau4 (DFJMEKIA_00045)
Tyrosine recombinase XerC (DFJMEKIA 00034)
Tyrosme recombinase XerC (DFJMEKIA _ 00033
Sensor proteln KdpD (DFJMEKIA OOOSO)

79 1112 14]16||| 20

00022)

~<4

10
68 13 15
79 1112] 14716

20

~<4

10
68 13 15
79 1112] 14]16

20

37 5tk2_Stk2 (DFJMEKIA_00059)
36 55
3438 42 5¢
31 35 39 40 4143 ||| 47 53 54|57 | 59 60

IMGPR _plasmid_2558860515_000004 27126:71540(+)

VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (MPKKFAOM_00020)
23S rRNA (adenine(2058)—N(6))»methy|tranTsferase Erm(F) (NFO12223.0) (MPKKFAOM_00001)
KN:I'(% family aminoglycoside nucleotidyltransferase (NF012212.1) (MPKKFAOM_00002)
Potassium-transporting ATPase potassium-binding subunit (MPKKFAOM_00022)
Potassium-transporting ATPase ATP-binding subunit (MPKKFAOM_00023)
Potassium-transporting ATPase KdpC subunit (MPKKFAOM_00024)
1S3 family transposase 1SSau4 (MPKKFAOM 00018)
IS3 family transposase ISSau4 (MPKKFAOM_00017)
1S3 family transposase 1SSau4 (MPKKFAOM 00016)
Tyrosine recombinase XerC (MPKKFAOM_00005) l}NJ
11 Sensor protein KdpD (MPKKFA | 00021)

rosine recombinase XerC (MPKKFAOM_00004) Stk2_Stk2 (MPKKFAOM_00030)

~<4

10 27
68 14 28
3 7% 1112 13]15||| 19 2526|229 | 31 32

IMGPR_plasmid_2574180250_000004 12:40825(+)

VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CNPPLCOF_00032)
23S rRNA (adenine(2058)—N(6))—methyltransferaseErm(F) (NF012223.0) (CNPPLCOF_00013)
2- methoxTy 6-polyprenyl-1,4-benzoquinol methylase mitochondrial (CNPPLCOF_00012)
ANT(9) famlly aminoglycoside nucleot|dy|transferase (NF012212.1) (CNPPLCOF_00014)
Potassium-transporting ATPase potassmm binding subunit (CNPPLCOF_00034)
Potassium- transportmg ATPase ATP- binding subunit (CNPPLCOF_00035)
Potassium- transportmg ATPase KdpC subunit (CNPPLCOF_00036)
1S3 family transposase 1SSau4 (CNPPLCOF_00030)
IS3 family transposase ISSau4 (CNPPLCOF 00029)
1S3 family transposase 1SSau4 (CNPPLCOF_00028)
Tyrosme recombinase XerC (CNPPLCOF _( 06017)
Tyrosine recombinase XerC (CNPPLCOF_00016)
Sensor proteln KdpD (CNPPLCOF_00033)

21 $tk2_Stk2 (CNPPLCOF_00042)
20 39
1822 26 40
15 19[ 2324 25[27]] 31 373841 | 43

IMGPR_plasmid_2576861363_.000007 8950:53402(+)

VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (MOILNMAN_00044)
23S rRNA (adenine(2058)—N(6))—methyltransferaseErm(F) (NF012223.0) (MOILNMAN_00025)
2- metho;y-é -polyprenyl-1,4-benzoquinol methylasé mitochondrial (MOILNMAN_00024)
ANT §$fam|ly aminoglycoside nucleot|dyltransferase (NF012212.1) (MOILNMAN_00026)
Potassium-transporting ATPase potassium-binding subunit (MOILNMAN_00046)
Potassium- transportlng ATPase ATP- -binding subunit (MOILNMAN_00047)
Potassium—transporting ATPge'T(de subunit (MOILNMAN_00048)
1S3 family transposase 1SSau4 (MOILNMAN_00042)
1S3 family transposase |ss§u4 (MOILNMAN_00041)
1S3 family transposase 1SSau4 (MOILNMANLOOO‘40)‘
Tyrosine recombinase XerC (MOILNMAN_00029)
Tyrosme recombinase XerC (MOILNMAN_00028)
pD (MOILNMAN_00045)

Sensor protein K

32 Stkﬁ Stk2 (MOILNMAN_00053)
3034 51
27 31 3536 37 I39 49 19 5052 54 55

IMGPR_plasmid_2576861160_000002 19879:64331(+)

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (EOCFBNJH_00020)
23S rRNA (adenine(2058)-N(6))- methyltransferase Erm(F) (NFO12223.0) (EOCFBNJH_00001)
KNT(‘?) family aminoglycoside nucleotldyltransferase (NFO12212.1) (EOCFBNJH_00002)
Potassium-transporting ATPase potassmm binding subunit (EOCFBNJH_00022)
Potassium- transportlng ATPase ATP- binding subunit (EOCFBNJH_00023)
Potassium- transportlng ATPase K KdpC subunit (EOCFBNJH_00024)
1S3 family transposase 1SSau4 (EOCFBNJH_00018)
1S3 family transposase 1SSau4 (EOCFBNJH_00017)
IS3 family transposase 1SSau4 (EOCFBNJH_00016)
Tyrosine recombinase XerC (EOCFBNJH 00005)
Tyrosine recombinase XerC (EOCFBNJH_00004)

Sensor protein KdpD (EOCFBNJH_00021)

10 S$tk2_ Stk2 (EOCFBNJH_00029)
68 14 27
3 179 1112 13]15||| 19 25 2628 30
—

IMGPR_plasmid_2568526111 000004 33:40846(+)

VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (ONBLLBMM_00032)
23SrRNA (adenine(2058)-N(6))-methyltransferaseErm(F) (NF012223.0) (ONBLLBMM_00013)
2- methoxy 6-polyprenyl-1,4-benzoquinol methylase mitochondrial (ONBLLBMM_00012)
ANT(9) famlly aminoglycoside nucleotldyltransferase (NFO12212.1) (ONBLLBMM_00014)
Potassium-transporting ATPase potassium-binding subunit (ONBLLBMM_00034)
Potassium- transportlngATPasJP binding subunit (ONBLLBMM_00035)
Potassium-transporting ATPase KdpC subunit (ONBLLBMM_00036)
IS3 family transposase ISSau4 (ONBLLBMM_00030)
1S3 family transposase ISSau4 (ONBLLBMM 00029
1S3 family transposase ISSau4 (ONBLLBMM,OOOZS
Tyrosine recombinase XerC (ONBLLBMM_60017
Tyrosine recombinase XerC (ONBLLBMM_00016)
Sensor protein KdpD (ONB BMM  00033)

21
20 stké Stk2 (ONBLLBMM_00041)
1822 39
15 19 23 24 25[27 37 37 3840 | 42 4344

IMGPR_plasmid_2590828270_000004 9492:53942(+)

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (FBDMBJJF_00032)
23SrRNA (adenine(2058)—N(6))—methyltransferasefrm(F) (NF012223.0) (FBDMBJJF_00013)
2- methoxy 6-polyprenyl-1,4-benzoquinol methylase mitochondrial (FBDMBJJF_00012)
ANT ‘ﬁfamlly aminoglycoside nucIeot|dyItransferase (NF012212.1) (FBDMBJJF_00014)
Potassium-transporting ATPase potassmm binding subunit (FBDMBJJF_00034)
Potassium- transportlng ATPase ATP- binding subunit (FBDMBJJF_00035)
Potassium- transportlng ATPase | KdpC subunit (FBDMBJJF_00036)
1S3 family transposase 1SSau4 (FBDMBJJF_00030)
1S3 family transposase 1SSau4 (FBDMBJJF_00029)
1S3 family transposase 1SSau4 (FEBDMBJJF_00028)
Tyrosme recomblnase XerC (FBDMBJJF_00017)
Tyrosme recombinase XerC (FBDMBJJF_00016)

21 Sensor protem KdpD (FBDMBJJF_00033)
20 Stk2_ Stk2 (FBDMBJJF_00041)
1822 26 39
15 19 2324 25]27|| 31 37 3840 | 4243

IMGPR_plasmid_2590828405_000003 9434:53884(+)

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (ILKFMBPL_00032)
23SrRNA (adenine(2058)—N(6))—methyltransferaseErm(F) (NF012223.0) (ILKFMBPL_00013)
2- methoxy-é polyprenyl-1,4-benzoquinol methylase, mitochondrial (ILKFMBPL_00012)
ANT §$fam|ly aminoglycoside nucleot|dyltransferase (NF012212.1) (ILKFMBPL_00014)
Potassium-transporting ATPase potassnum binding subunit (ILKFMBPL_00034)
Potassium- transportlngATPase ATP-binding subunit (ILKFMBPL_00035)
Potassium—transporting ATlgs?deC subunit (ILKFMBPL_00036)
1S3 family transposase 1SSau4 (ILKFMBPL_00030)
1S3 family transposase 1SSau4 (ILKFMBPL' 00029}
1S3 family transposase 1SSau4 (ILkFMBPL 00028)
Tyrosme recomblnase XerC (ILKFMBPL_00017)
Tyrosme recombinase XerC (ILKFMBPL_ 00016
Sensor protem dpD (ILK MB L. 00033)

21 tk2_Stk2 (ILKFMBPL 00042)
20 39
1822 40
15 19 23 24 25[27 37 38|41 | 43 4445
—_—

IMGPR_plasmid_2571042827_000004 8947:53397(+)

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (ONKJNKHG_00020)
23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (ONKJNKHG_00001)
KN:I'(% family aminoglycoside nucleotidyltransferase (NF012212.1) (ONKJNKHG_00002)
Potassium-transporting ATPase potassium-binding subunit (ONKJNKHG_00022)
Potassium-transporting ATPase ATP-binding subunit (ONKJNKHG_00023)
Potassium—transporting ATPEe’T(de subunit (ONKJNKHG_00024)
1S3 family transposase 1SSau4 (ONKJNKHG_00018)
1S3 family transposase 1SSau4 (ONKIJNKHG_00017)
1S3 family transposase ISSaud (ONKJNKHGLOOO‘lé)‘
Tyrosine recombinase XerC (ONKJNKHG_00005) | \
11 Sensor protein KdpD (ONKJNKHG_00021)
rosine recombinase XerC (ONKJNKHG_00004) Stk2__Stk2 (ONKJNKHG_00030)

10 27
éTs
3 25 26|29 | 313233

68 14
—
IMGPR_plasmid_2558860521_000006 112:40923(+)
k 30000 nt i
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