PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (GLPPMEDL_00058)
Arsenic resistance transcriptional regulator ArsR1 (GLPPMEDL_00060)
putative cysteine-rich protem YhjQ (GLPPMEDL_00056) ‘
Trk system potassium uptake protein TrkG (GLPPMEDL 00057)
GLPPMEDL_00051 Protein hcp1 (GLPPMEDL_00054) arsenite efflux transporter membrane subunit ArsB (NFO33877.0) (GLPPMEDL_00059)
GLPPMEDL_00052 GLPPMEDL_00053 GLPPMEDL_00055 ‘ 4- hydroxy tetrahydrodipicolinate synthase (GLPPMEDL_00061)

< — —0 K |-

IMGPR_plasmid_2902975652_000001 44413:54768(+)

2

putative cysteine-rich protein YhjQ (OKDIELDJ_00008)

a —— —0H

IMGPR _plasmid_2869131919_000001 3135:13491(-)

.

FBEDAFAA_00050

HEK HEH
a2 ——0) (M K HC |
K S

y

IMGPR_plasmid_2871393495_.000001 39017:49100(+)
GFHPMDFK_00008

A — Q1

IMGPR _plasmid_2937409586_000001 3123:13218(-)

.

OHKCLOJA_00061 putative cysteine-rich protein YhjQ (OHKCLOJA_00063)
OHKCLOJA_00056 OHKCLOJA_00062

a — ) DD — D K p O

IMGPR_plasmid_2921806583_.000001 52037:62780(+)
HCAMDFPK_00066 HCAMDFPK_00067 HCAMDFPK_00071

) b — O H HEK p |

IMGPR_plasmid_2921824847_000002 72031:82523(+)

E

E

Trk system potassium uptake protein TrkG (EACLKBKH_00008)
EACLKBKH_00011 Trk system potassium uptake protein TrkG (EACLKBKH_00007) EACLKBKH_00002

a — 1 a HK K

IMGPR _plasmid_2937405251 000004 2221:13171(-)

)

.

Trk system potassium uptake protein TrkG (EBIMHDCD_00007)
Trk system potassium uptake protein TrkG (EBIMHDCD_00006)

e a — D

IMGPR_plasmid_2675903385_.000001 235:10282(-)

)

t 4000 nt {

AMR



