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PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (GHLEMCAO_00182)
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1S3 family transposase 1ISXac2 (ANKFLEHA_00198)
1S3 family transposzlge 1SXac2 (ANKFLEHA_00199)
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IMGPR_plasmid_2718218218_000002 159650:174410(+)

1S3 family transposase LS}acZ (EPIEIFDJ_00195)
1S3 family transposase ISXac2 (EPIEIFDJ_00194)
199 198 197 196 195 194 | 191

D HOA

IMGPR_plasmid_2718218289_000003 175329:190090(-)

1S3 family transposase I%acZ (NAIOJKKI_00239)
1S3 family transposase 1SXac2 (NAIOJKKI_00240)
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