arsinothricin resistance N-acetyltransferase ArsN1 family A (NFO40503.1) (GOBJHPON_00100)
Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (GOBJHPON_00106)
Putative ABC transporter substrate-binding protein YesO (GOBJHPON_ 00102)
Trehalose recycling ABC transporter (VF0842) (GOBJHPON 00104)
Trehalose- recycling ABC transporter(VF6842 ) (GOBJHPON_00103)

3-oxoadipate CoA- transferase subunit A (GOBJHPON_OOO97) General stress protein 39 (GOBJHPON_00111)

3-oxoadipate CoA-transferase subunit B (GOBJHPON_00098) Glycogen operon protein GlgX (GOBJHPON_00112)
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L-lactate transporter (IOKDHFDC_00023) Multifunctional non-homologous end joining protein LigD (IOKDHFDC_00030)
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Putative ABC transporter substrate-binding protein YesO (DGCBDPAE_00469)
Trehalose-recycling ABC transporter (VF0842) (DGCBDPAE_00470)
HTH-type transcriptional regulator HdfR (DGCBDPAE_00468)
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FHAOPJFM_00060 Multifunctional non-homologous end joining protein LigD (FHAOPJFM_00049)
FHAOPJFM_00061 FHAOPJEM_00055  Glycogen operon protein GlgX (FHAOPJFM_00051)
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