tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC (AKPMGCPG_00258)
ISNCY family transposase ISRel26 (AKPMGCPG_00262)
Thiamine-phosphate synthase (AKPMGCPG_00261) Leukotoxin export protein LtxD (AKPMGCPG_00266)

Phosphomethylpyrimidin:e synthase (AKPMG‘CP6700257) AKPMGCPG_00264
Thiazole synthase (AKPMGCPG_00260)| AKPMGCPG_00263 AKPMGCPG_00268
AKPMGCPG_00259 | "] |AKPMGCPG_00265 RtxA (VF0482) (AKPMGCPG_00267)
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IMGPR_plasmid_2721755823_.000003 251035:263576(+)
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IMGPR_plasmid_2718218232_000003 249198:260145(+)
1JJDOMBH_00252

T 1JJDOMBH_00253 Putative metal chaperone YciC (IJJDOMBH_00258)
IMGPR _plasmid_2721755819 000003 247012:258896(+)
LPAFKDHE_00252 Putative metal chaperone YciC (LPAFKDHE_00258)
LPAFKDUEEZSl LPAFKDHE_00254 LPAFKDHE_00259
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IMGPR_plasmid_642555152_000002 248728:265955(+)

Zinc-type alcohol dehydrogenase-like protein (LOHHAILK_00260)
1S30 family transposase ISRssp4 (LOHHAILK_00264)
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IMGPR _plasmid_2728369352_000003 254697:270445(+)

Zinc-type alcohol dehydrogenase-like protein (JHDHDHJO_00265)
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IMGPR _plasmid_2718218235_000003 257771:272035(+)
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