SPbeta prophage-derived glycosyltransferase SunS (DAGMMGBP_00069)

ISNCY family transposase ISBth18 (DAGMMGBP_00065) DAGMMGBP_00075
DAGMMGBP_00068 DAGMMGBP_00074
DAGMMGBP_00067 Chromosomal replication initiator protein DnaA (DAGMMGBP_00071) DAGMMGBP_00073 DAGMMGBP_00077
DAGMMGBP_00066 | DAGMMGBP_00070 \ DAGMMGBP_00072 DAGMMGBP_00076
K

IMGPR_plasmid_3300053491_ 053491 57432:68042(+)

SPbeta prophage-derived disulfide bond formation protein B (INPLJFBP_00101)
INPLJFBP_00098 1521 family transposase ISCth15 (INPLJFBP_00097)

IMGPR_plasmid_3300053491_ 055072 81875:91670(-)

Insertion sequence 155376 putative ATP-binding protein (OANJHBGD_00038)
OANJHBGD_00037
RtxA (VF0482) (OANJHBGD_00036) | OANJHBGD_00039
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IMGPR_plasmid_3300053491_ 055308 28380:38017(+)

MGGCCBIC 00028
MGGCCBIC_00030
MGGCCBIC_00035 MGGCCBIC_00029
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IMGPR _plasmid_3300053491 055304 21225:30848(-)

Insertion sequence 1S5376 putative ATP-binding protein (OPGKMLPL_00002)
disulfide formation protein (OPGKMLPL_00104) OPGKMQL700601 OPGKMLPL_00004 OPGKMLPL_00008
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IMGPR_plasmid_3300053491 050543 89493:4577(+)

Putative transposon Tn552 DNA-invertase bin3 (EEOHLJNE_00094)
EEOHLJNE_00092
disulfide formation protein (EEOHLJNE_00084) EEOHLJNE_00087 EEOHLJNE_00093
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Chromosomal replication initiator protein DnaA (ELIDLHBB_00066)
ELIDLHBB_00067
| ELIDLHBB_00068 ELIDLHBB_00073
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IMGPR _plasmid 3300053491 052645 70507:82495(+)

IMGPR_plasmid_3300053491_053184 57368:69284(+)
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