1S3 family transposase ISCce3 (DAGMMGBP_00089)
Tyrosine recombinase XerC (DAGMMGBP_00095)

DAGMMGBP_00092 1S6 family transposase 15240B (DAGMMGBP_00100)
Nhe (VF0533) (DAGMMGBP_00087) DAGMMGBP_00093 DAGMMGBP_00097
DAGMMGBP_00090  DAGMMGBP_00094 DAGMMGBP_00098
DAGMMGBP_00088 DAGMMGBP_00091| | | |  DAGMMGBP_00096 | DAGMMGBP_00099 DAGMMGBP_00101
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IMGPR_plasmid_3300053491_053491 75627:89704(+)
NDPINIMD_00040

NDPINIMD_0D039 ~ NDPINIMD_00042  NDPINIMD_00044 NDPINIMD_00050
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IMGPR_plasmid_3300053491_ 053183 28892:43826(+)

Tyrosine recombinase XerC (OANJHBGD_00065)
OANJHBGD_00062 OANJHBGD_00064
OANJHBGD_00058 OANJHBGD_00063 OANJHBGD_00069

IMGPR_plasmid 3300053491 055308 47025:61985(+)

CNGOAIHF_00022 Tyrosine recombinase XerC (CNGOAIHF_00027)
[CNGOAIHF_00024 521 family transposase ISHahy 12 (CNGOAIHF_00029)
CNGOAIHF_00025 | CNGOAIHF_00030
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IMGPR_plasmid_3300053491_054346 12177:25780(+)

FGHKJGCL_00020 Tyrosine recombinase XerC (FGHKJGCL_00023)
FGHKJGCL_ 00022

I
IMGPR_plasmid_3300053491_054582 12155:26633(+)

Tyrosine recombinase XerC (EJEOAKBG_00022)
EJEOAKBG_00023 EJEOAKBG_00024 EJEOAKBG_00028 EJEOAKBG_00030
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IMGPR_plasmid_3300053491_ 054862 12179:30086(+)

1S3 family transposase 1ISCce4 (EEOHLJNE_00103)
EEOHLJNE_00104 EEOHLJNE_00109
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IMGPR_plasmid_3300053491 052645 88759:5032(+)

Tn3 family transposase ISNpu13 (CIFHEMDP_00056)
CIFHEMDP_00058
CIFHEMDP_00057
T \ CIFHEMDP_00059 CIFHEMDP_00064 Tyrosine recombinase XerC (CIFHEMDP_00068)
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IMGPR_plasmid_3300053491_052925 45900:62488(+)

INPLIJFBP_00078
INPLJFBP_00080 [
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IMGPR_plasmid_3300053491 055072 61694:73487(-)

Tyrosine recombinase XerD (IPBANJND_00074)

IPBANJND_00075 IPBANJND_00072 IPBANJND_00067
IMGPR_plasmid_3300053491 056994 57758:74863(-)
HJNBELJL 00021
HJNBELJL_00014 HJNBELJL 00020 | HJNBELJL_ 00022

IMGPR_plasmid_3300053491 054344 7449:27138(+)

KOEMOACE_00021
KOEMOACE_00013 KOEMOACE_00020 T KOEMOACE_00023
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IMGPR_plasmid_3300053491_055793 7427:23926(+)
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