SPbeta prophage-derived disulfide bon(ifgrmation protein B (MGGCCBIC_00034)
SPbeta prophage-derived glycosyltransferase SunS (MGGCCBIC_00033)

MGGCCBIC_00028 ISNCY family transposase ISBth18 (MGGCCBIC_00038)
MGGCCBIC_00030 MGGCCBIC_00036
MGGCCBIC_00026 MGG¢CB|C_®029 MGGCCBIC_00032 MGGCCBIC_00035 MGGCCBIC_00039
MGGCCBIC 00027 | | RtxA (VF0482) (MGGCCBIC_00031) | T MGGCCBIC_0003 MGGCCBIC_00040
IMGPR_plasmid_3300053491_055304 22911:34040(+)
AGCDDLOJ_00009 AGCDDLOJ_00005
IMGPR_plasmid_3300053491_055799 2743:13892(-)
1S21 family transposase ISCth15 (JKPAICFL_00097) SPbeta prophage-derived disulfide bond formation protein B (JKPAICFL_00093)
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IMGPR_plasmid_3300053491_053489 80876:91563(-)
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IMGPR_plasmid_3300053491 053183 8538:19165(-)

disulfide formation protein (KOEMOACE_00099)
KOEMOACE_00098KOEMOACE_00094
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IMGPR_plasmid_3300053491_ 055793 1:2861(-), 87062:95343(-)

EEOHLJNE_00089 disulfide formation protein (EEOHLJNE_00084)
EEOHLJNE_00090 EEOHLJNE_00087 EEOHLJNE_00080

IMGPR_plasmid_3300053491 052645 68268:80358(-)
ELIDLHBB_00068 ELIDLHBB_00067 ELIDLHBB_00063
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disulfide formation protein (CNGOAIHF_00108)

IMGPR_plasmid_3300053491.053184 55134:67145(-)

CNGOAIHF_00004  CNGOAIHF_00002 CNGOAIHF_00107
"~ CNGOAIHF_00003 | CNGOAIHF_00106 CNGOAIHF_00100
- A o a 0 D-D— X K |

IMGPR_plasmid_3300053491_054346 1:3214(-), 88612:98249(-)

Insertion sequence 1S5376 putative ATP-binding protein (OPGKMLPL_00002)
disulfide formation protein (OPGKMLPL_00104)
OPGKMLPL_00004 OPGKMLPL_00103
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IMGPR_plasmid_3300053491_050543 1:3213(-), 87256:95538(-)

IPBANJND_00084
IPBANJND_00082

IPBANJND_00081 IPBANJND_00085
PBANJND_00083 disulfide formation protein (IPBANJND_00088)

- K K

} 5000 nt i

IMGPR_plasmid_3300053491_056994 77962:89115(+)
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