Putative HTH-type transcriptional regulator YwnA (PIEBMCKF_00029)
Hydroxyacylglutathione hydrolase (PIEBMCKF_00030)
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IMGPR_plasmid_3300030519_000145 23835:32090(+)

Putative HTH-type transcriptional regulator YwnA (KHMOMOJN_00026)
Hyd roxyacylgl‘utathione hydrolase (KHMOMOJN_00027)
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IMGPR_plasmid_3300028783_000117 20132:28693(+)

Putative HTH-type transcriptional regulator YwnA (DKFHOCNH_00030)
Putative 3-methyladenine DNA glycosylase (DKFHOCNH_00032)
Hydroxyacylg‘lutathione hydrolase (DKFHOCN H_ooﬁ‘ 31)
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IMGPR_plasmid_3300028882_000146 25616:34243(+)

Putative HTH-type transcriptional regulator YwnA (BAJPPKLI_00003)
Putative 3Tmethyladenine DNA glycosylase (BAJPPKLI_00001)
5 4 Hydroxyacylglutathione hydrolase (BAJ PPKLI_00002)

IMGPR_plasmid_3300028765_000131 288:8915(-)

Putative HTH-type transcriptional regulator YwnA (DNBGAJOP_00031)
Putative 3-methyladenine DNA glycosylase (DNBGAJOP_00033)
Hydroxyacylélutathione hydrolase (DNBGAJOP_00032)
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IMGPR_plasmid_3300037181_000074 26413:35354(+)

Putative HTH-type transcriptional regulator YwnA (HLCAPEHH_00026)
Hydroxyacylglutathione hydrolase (HLCAPEHH_00027)
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IMGPR_plasmid_3300029992_000075 20411:28384(+)

Putative HTH-type transcriptional regulator YwnA (GDKOLCMC_00004)
Putative 3-methyladenine DNA glycosylase (GDKOLCMC_00001)
HydroxyacylgTutathione hydrolase (GDKOLCMC_OOES‘ 03)
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IMGPR_plasmid_3300037342_000033 135:8762(-)

Putative HTH-type transcriptional regulator YwnA (DGFEIKLD_00002)
DGFEIKLD_00003
DGFEIKLD_00004 DGFEIKLD_00001
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IMGPR_plasmid_3300030051_000121 15:7314(-)

Putative HTH-type transcriptional regulator YwnA (MBCCFLMG_00002)
MBCCFLMG_00003
MBCCFLMG_00004 MBCCFLMG_00001
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IMGPR_plasmid_3300037279_000099 21:7050(-)

DNKNMGCJ_00021
DNKNMGCJ_00020 DNKNMGCJ_00022

IMGPR_plasmid_3300029994_ 000079 13827:20283(+)
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