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Leucine-responsive regulatory protein (BPLLLAIC_00084)
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Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (DCNBOOHK_00018)

PD-T7-2__PD-T7-2_A (DCNBOOHK_00019)

IMGPR_plasmid_3300024350_000009 68:42693(-)

Glutathione transport system permease protein GsiD (ODNHDLEK_00001)
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Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (ODNHDLEK_00028)

PD-T7-2__PD-T7-2_A (ODNHDLEK_00029)
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Succinyl-CoA--L-malate CoA-transferase beta subunit (DCEHPBHN_00104)
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