arsenite efflux transporter membrane subunit ArsB (NFO33877.0) (EMFJKCIK_00053)
Arsgnic Lgsistance transcriptional regulator ArsR1 (EMFJKCIK_00054)
4-hydroxy-tetrahydrodipicolinate synthase (EMFJKCIK_00055)
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Histidinol-phosphate aminotransferase (EMFJ KCIK_00057)
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Peptidoglycan-associated lipoprotein (NKGPOPMA_00039)
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