ACAGAANM_00002
ACAGAANM_00003 ACAGAANM_00006
ACAGAANM_ 00001 | ACAGAANM_00004 ACAGAANM_00005]

IMGPR_plasmid_2529293086_000003 18:6331(+)
KCFPLFBP_00017

IMGPR _plasmid_2531839241_ 000004 6543:12931(-)
Aggregation substance (ODBCFNIM_00018)

IMGPR _plasmid_2698536674_000011 6700:11453(-)
putative cell-surface antigen I/11 (EMJCBEFM_00001)

IMGPR _plasmid_2737471953 000001 17:5838(+)
putative cell-surface antigen I/Il (OFKGNHEP_00017)

IMGPR_plasmid_2700989206_000003 6487:12386(-)

putative cell-surface antigen I/Il (DMLKMPIP_00002)
DMLKMPIP_00001

IMGPR _plasmid_2737471954.000001 18:6331(+)

ISL3 family transposase ISPpu12 (CIEGBOLI_00018)
CIEGBOLI_00017

[

IMGPR_plasmid_2737471973_.000003 6513:14435(-)

PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (AKENHEMF_00022)
TIGRFAMSs: mercu ry(l1) reductase (TIGR02053.1) (AKENHEMF_00021)
ISL3 family transposase ISPpu12 (AKENHEMF_00020)
AKENHEMF_00019

i
#

—
IMGPR_plasmid_2737471914_000002 7281:17730(-)

TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (OLGKCLPO_00001)
1SL3 family transposase ISPst9 (OLGKCLPO_00002)
‘ OLGKCLPO_00003

IMGPR _plasmid_2737471933_000002 4:10047(+)

PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (PGPICGIG_00022)
TIGRFAMs: mercuw reductase (TIGR02053.1) (PGPICGIG_00021)
1S5 family transposasé 1S1381A (PGPICGIG_00024)
ISL3 family transposase ISPpu12 (PGPICGIG_00020)
IS5 family transposase IS1381A (PCPICGIG_OOOZS) 19

i
|

—
IMGPR _plasmid_2737471873.000001 7281:19171(-)

Mercuric resistance operon regulatory protein (DBAKPHID_00023)
TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (DBAKPHID_00022)
‘ ISL3 family transposase ISPpu12 (DBAKPHID_00021)
‘ DBAKPHID_00020 DBAKPHID_00016

i
#

IMGPR_plasmid_2537561538_000005 7267:17456(-)

TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (EJGLKBFP_00001)
I1SL3 family transposase ISPpu12 (EJGLKBFP_00002)
\ EJGLKBFP_00003

\
i+

IMGPR_plasmid_2534682010_000006 103:9660(+)

PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFO10315.0) (AIPEMDPD_00020)
Siderophore-dependent iron uptake system (VF0738) (AIPEMDPD_00023)
putative peptide export permease protein YydJ (AIPEMDPD_00022)

IMGPR_plasmid_3300014583.000015 6489:21123(-)

LKAFAEAL_00015 Abil_AbiLi (LKAFAEAL_00010)
LKAFAEAL_00014 Retron_VI_HTHMAFAEAL_OﬁOl1) LKAFAEAL_00009

|
I
\

IMGPR_plasmid_2660237925_.000008 4088:10919(-)

5000 nt 1

Defence Virulence AMR
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TIGRFAMs: mercu ry(rl) reductase (TIGR02053.1) (AIPEMDPD_00019)
J) ISL3 family transposase ISPpu12 (AIPEMDPD_00018)
Divalent metal cation transporter MntH (AIPEMDPD_00021) \ 17
A @ — O e e e



