25 26 27 28 29 30 31 32 33 34 35 36 37

IMGPR _plasmid_7000000005_000016 25943:36225(+)
11 10 9 8 7 [ 5 4 3 2

IMGPR _plasmid_3300008734_000008 470:12621(-)

PCLFGKGD_00002
PCLFGKGD_00003 PCLFGKGD_00001

IMGPR_plasmid_7000000074_000010 292:6343(-)
CJFELKDH_00001 CJFELKDH_00002

IMGPR_plasmid_3300006321_000024 144:7975(+)
29 30 31 32 33 34

IMGPR _plasmid_3300008506_000038 24990:32257(+)
27 28 29 30 31

IMGPR _plasmid_7000000651_000022 22167:28964(+)

NLR_like_bNACHTO1__NLR_like_bNACHTO1 (HACCDHFA_00032)
26 27 28 29 30 31 33 34

%

IMGPR_plasmid_7000000288_000021 22522:34455(+)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (DHLHEHDC_00006)
Ferric enterobactin transport ATP blndlng protein FepC (DHLHEHDC_00005)
ABC transporter orter (VF0741) (DHLHEHDC_00004)
14 13 12 11 10 9 8 7 | | 3 2 1

IMGPR_plasmid_3300008639_000030 145:18542(-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (KLHJGHNG_00007)
Ferric enterobactin transport ATP-binding protein FepC (KLHJGHNG_00006)
ABC transporter (VF0741) (KLHJGHNG_00005)
0 9 8 | \ 4 3 2 1

;ﬁ

IMGPR _plasmid_3300007666_000007 174:11775(-)
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