RM__Type_|_REases__Type_|_REases_FAM_0.einsi_trimmed (OKMCBKGM_00040)

WYL_I_I_II_IV_V_VI_1 (OKMCBKGM_00042)
RM_ Type_|_MTases__Type_|_MTases_FAM_0 (OKMCBKGM_00033) Putative nuclease YhcG (OKMCBKGM_00044)
Tyrosine recombinase XerC (OKMCBKGM_00037) LexA repressor (OKMCBKGM_00045)
OKMCBKGM_00036 ‘ OKMCBKGM_00046
OKMCBKGM_00035 OKMCBKGM_00039 OKMCBKGM_00043 ‘ OKMCBKGM_00048
KMCBKGM_00034 KMCBKGM_00038 OKMCBKGM_00041 | | OKMCBKGM 00047
A ! ) 1

IMGPR_plasmid_3300029476_000096 33411:49388(+)

Putative nuclease YhcG (IJACEHIJ_00040)

IJACEH!J_00034 IJACEHIJ_00037  1JACEHIJ_00039, IJACEHIJ_00045

IMGPR _plasmid_3300053491 072964 34668:48411(+)

Protein of unknown function (Retron_VII_2__DUF3800) (AONOALLH_00016)

AONOALLH_00018 Putative nuclease YhcG (AONOALLH_00013)
AONOALLH_00017 AONOALLH_00014

— —
IMGPR_plasmid_3300029819_000065 4074:13265(-)

BAGEIPPE_00046
BAGEIPPE_00043
BAGEIPPE_00042BAGEIPPE_00045
" | BAGEIPPE_00044 | Putative nuclease YhcG (BAGEIPPE_00048)

O X O S DEDOETH-ONEb{5

I
IMGPR_plasmid_3300029326_000035 43797:52740(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (EKEHCEBD_00030)
EKEHCEBD_00032
abija__GajB_2 (EKEHCEBD_00031)

\ | EKEHCEBD_00033 EKEHCEBD_00034 EKEHCEBD_00038 Putative nuclease YhcG (EKEHCEBD_00039)

IMGPR_plasmid_3300029607_000100 32364:47377(+)

1S91 family transposase ISMno24 (HHMFHPHO_00044)
DNA polymerase IV (HHMFHPHO_00040)
34 37 39 41 42 43 45 46 47 49

D X HET T OO OO EEHOETD - -TO)IEDD

—— —
IMGPR _plasmid_2911432606_000002 33307:53642(+)

DNA polymerase IV (IFEEPGEH_00019)
20 18 17 16 15

D T BT O ES- OO  -TOIEDD

—— —
IMGPR _plasmid_2911472677_000003 4590:22368(-)

151595 family transposase ISPanal (IJHPEEJE_00041)
DNA polymerase IV (IJHPEEJE_00039)

33 38 40 | 4243 44
IMGPR _plasmid_2911559768_000003 32131:50184(+)
DNA polymerase IV (HLADDOBB_00039)
40
38 Tﬂ 42 43 Putative nuclease YhcG (HLADDOBB_00045)
D X S s

| —————
IMGPR_plasmid_3300029334_000082 32394:49874(+)

DNA polymerase IV (ALMINHNL_00040)
39 41 42 43 44 45 46

DT MR Y B g b e B e WS )

— —
IMGPR _plasmid_3300029418 000126 33148:52481(+)
DNA polymerase IV (IPHNOAND_00016)
23 20 17 15 14 13 12

——
IMGPR_plasmid_3300029773.000161 4142:20819(-)

DNA polymerase IV (KIBIIHJM_00020)
28 21 19 18 17 16

DO T ) EDT PP OO

——
IMGPR_plasmid_3300053491_076372 7491:22541(-)

DNA polymerase |V (KLEFEMDC_00022)
KLEFEMDC_00021
KLEFEMDC 00028 KLEFEMDC_00025 KLEFEMDC_00023 \ TQEFEMDQOOOZO

D O HTTT ) A D

——
IMGPR_plasmid_3300053491_076660 10536:26433(-)

IMCEMDLD_00034
IMCEMDLD_00033 IMCEMDLD_00035

DEEOE HEE ! y DO {OIEDD

——
IMGPR_plasmid_2806310962_000007 25208:39980(+)

t 8000 nt |
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