Macrolide export ATP-binding/permease protein MacB (MHCFNAPL_00006)
Trehalose-recycling ABC transporter (VF0842) (MHCFNAPL_00002)
Trehalose-recycling ABC transporter (VF0842) (MHCFNAPL_00003)

ATP- debendent RecD-like DNA helicase (MHCFNAPL_00010)
Trans-3-hydroxy-L-proline dehydratase (MHCFNAPL_00008)
D-erythritol 1-phosphate dehydrogenase (MHCFNAPL 00005)

Al g|nate blosynthe5|s protein AIgA (MHCFNAPL_00009)
Macrolide export protem MacA (MHCENAPL_00007)
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11 Pyridoxine 5'-phosphate synthase (MHCFNAPL_00012)
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IMGPR_plasmid_3300045132_000076 145:14722(+)

Trehalose transport system permease protein SugB (AKEEKGGC_00003)
Macrolide export ATP-binding/permease protein MacB (AKEEKGGC_00008)
Trehaloée—recycling ABC transporter (VF0842) (AKEEKGGC_00004)
Trehalose-recycling ABC transporter (VF0842) (AKEEKGGC_00005)
D-erythritol 1-phosphate dehydrogenase (AKEEKGGC_00007)
HitABC (VF0268) (AKEEKGGC_00006)
12 | | T | | Macrolide export protein MacA (AKEEKGGC_00009)
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Macrolide export ATP-binding/permease protein MacB (LLKMAGIL_00002)
Macrolide export protein MacA (LLKMAGIL_00003)
LLKMA IL_00D01

IMGPR_plasmid_3300044919_000080 460:10597(+)

Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (MIJCKEEK_00005)
Trehalose transport system permease protein SugB (MIJCKEEK_00011)
Macrolide éxport ATP-binding/permease protein MacB (MIJCKEEK_00016)
rehalose-recycling ABC tranéporter (VF0842) (MIJCKEEK_00012)
‘ Trehalose-recycling ABC ‘tra?s?)orter (VF0842) (MIJCKEEK_00013)
Ribose import ATP-binding protein RbsA (MIJCKEEK_00001)
‘ D—erythritol‘l-phos;‘)hate dehydrogena
Ribose import permease protein RbsC (MIJCKEEK_00003)
\ putative sugar kinase YdjH (MIJCKEEK_00007) \

se (MIJCKEEK_00015)

BopD (VF0362) (MIJ‘CKEEK_OTOO4) HitAB:C (VF0268) (MIJCKEEK_00014)
Glycerol kinase (MIJCKEEK_00008)
2 | 6 | 9 10 | Macrolide export protein MacA (MIJCKEEK_00017)

—
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Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (DBAGLJMA_00002)
Trehalose transport system permease protein SugB (DBAGLJMA_00008)
MacrolideTe')(T)ort ATP-binding/permease protein MacB (DBAGLJMA_00013)
Trehalose-recycling ABC tran§porter (VF0842) (DBAGLJMA_00009)
Trehalose-recycling ABC transporter (VF0842) (DBAGLJMA 00010)
HTH-type transcriptional repressor‘ CyfR(TD'EAG LJMA_00001)
D-erythritol i—pHosphate dehyd rogenaée (DBAGLJMA_00012)
putative sugar kinase YdjH (DBAGLJMA_00004)
HitABC (VF0268) (DBAGLJMA 00011)
Glycerol kinase (DBAGLIJMA_00005) ‘ ‘

3 | 6 7| | Macrolide export protein MacA (DBAGLJMA_00014)
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Galactose/methyl galactoside import ATP-binding protein MglA (LKGMDOHL_00076)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (LKGMDOHL_00072)
‘ Trehmtransport system permease protein SugB (LKGMDOHL_00066)
L-cystine transport system permease | protein YecS (LKGMDOHL 00079) Macrolide exp: export ATP-binding/permease protein MacB (LKGMDOHL_00061)
Gamma-glutamylputrescine oxidoreductase (LKGMDOHL_00082) Trehalose-recycllng ABC transporter (VF0842) (LKGMDOHL_00065)
Ribose i‘mport perméase protein RbsC (LKGMDOHL_00074) ‘
Multidrug resistance protein MdtA (LKGMDOHL_00086) putative sugar kinase YdjH (LKGMDOHL_00070)
Xylitol-binding protein (LKGMDOHL_00077) | Trehalose-recycling ABC transporter (VF0842) (LKGMDOHL_00064)
FbpABC (VF0272) (LKGMDOHL_00078) L D-erythritol 1-phosphate dehydrogenase (LKGMDOHL_00062)
FbpABC (VF0272) (LKGMDOHL 00084) | [BopD (VF0362) (LKGMDOHL _00073) HitABC (VF0268) (LKGMDOHL_00063)
PEB1 (VF0327) (LKGMDOHL t 00080 cherol klnase (LKGMDOHL 00069)
87 85 | 83 | 81| || | 75 68 67| | ‘Macrolide export protein MacA (LKGMDOHL_00060)
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Galactose/methyl galactoside import ATP-binding protein MglA (ICLLADJH_00014)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (ICLLADJH_00018)
Trehalose transport system permease protein SugB (ICLLADJH_00024)
L-cystine transport system permease protein YecS (ICLLADJ H_OOdll) Macrolide export ATP- blndlng/permease protein MacB (ICLLADJH_00029)
Gamma-glutamylputrescine 0>(|doreductase (ICLLADJH 00008) Trehalose recycling ABC transporter (VF0842) (ICLLADJH_00025)
Hydroxyacylglutathlone hydrolase (ICLLADJH_0000 ) Ribose import permease protem RbsC' (ICLLADJH 00016) ‘
Multidrug resistance protein MdtA (ICLLADJH_00004) ‘ putative sugar kinase YdjH (ICLLADJH_00020)
Xylitol-binding protein (ICLLADJH_00013)
FbpABC (VF0272) (ICLLADJH_00012)|

Treh‘a%se—recycling ABC ‘transporter (VF0842) (ICJADJ H_00026)
D-erythritol 1-phosphate dehydrogenase (ICLLADJH_00028)

FbpABC (VF0272)(ICLLADJH 00006) I \ Bopb (VF0362) (ICLLADJH_00017) HltABC (VF0268) (ICLLADJH_00027)
Methionine synthase(ICLLADJ‘H_OOOOS) PEB1 (VF0327) (ICLLADJH 0001 Glycerol kmase (ICLLADJH 00021) ‘
1 | 5 [ 7 | 971 | 15 22 23| Macrolide export protein MacA (ICLLADJH_00030)
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