
IMGPR_plasmid_3300053491_052917 98018:107585(+)

MDEIDJFD_00108

MDEIDJFD_00109
MDEIDJFD_00110

MDEIDJFD_00111

C4-dicarboxylic acid transporter DauA (MDEIDJFD_00112)

MDEIDJFD_00113

IS630 family transposase ISBs2 (MDEIDJFD_00114)
IS3 family transposase ISBth1 (MDEIDJFD_00115)

MDEIDJFD_00116
MDEIDJFD_00117 IS21 family transposase ISHahy12 (MDEIDJFD_00118)

IMGPR_plasmid_3300053491_049819 99217:108828(-)

HDNMKHMM_00119

IMGPR_plasmid_3300053491_053180 93623:100667(+)

GBBINOHE_00100

IMGPR_plasmid_3300053491_055535 50963:61892(+)

KCNNBPAM_00056
KCNNBPAM_00057

KCNNBPAM_00058 KCNNBPAM_00063

IMGPR_plasmid_3300053491_049813 109489:120341(-)

IHEKMNAA_00124
IS630 family transposase ISBs2 (IHEKMNAA_00125)

IHEKMNAA_00126IHEKMNAA_00130

IMGPR_plasmid_3300053491_050896 1:9741(-), 122360:123486(-)

HDMHAFLH_00005

IMGPR_plasmid_3300053491_054854 118779:3762(+)

PIADLGBJ_00134 PIADLGBJ_00135

IMGPR_plasmid_3300053491_053178 48517:58111(+)

DFGBPEHB_00048 DFGBPEHB_00052

DFGBPEHB_00053
DFGBPEHB_00054

DFGBPEHB_00055

IMGPR_plasmid_3300053491_049815 1:2396(-), 113630:125906(-)

HIIPJCJA_00001 HIIPJCJA_00129
IS630 family transposase IS642 (HIIPJCJA_00130)

HIIPJCJA_00134OatA (VF0441) (HIIPJCJA_00137)
HIIPJCJA_00138

HIIPJCJA_00139

IMGPR_plasmid_3300053491_053482 93391:102450(+)

PLFDDCPO_00104

5000 nt

Virulence


