Putative aliphatic sulfonates transport permease protein SsuC (KAGGNNNH_00193)
(E)-2-((N-methylformamido)methylene)succinate hydrolase (KAGGNNNH_00200)
HTH-type transcriptional repressor RspR (KAGGNNNH_00198)
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KAGGNNNH_00196 KAGGNNNH_OO 99 Flavin-dependent trigonelline monooxygenase, oxygenase component (KAGGNNNH_00202)
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Taurine-binding periplasmic protein (CGKDGELB_00162)
FbpABC (VF0272) (CGKDGELB_00163)
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Taurine-binding periplasmic protein (CLCBMEBL_00050)
Taurine-binding periplasmic protein (CLCBMEBL_00051)
FbpABC (VF0272) (CLCBMEBL_00049)
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Taurine-binding periplasmic protein (FKCGPBFO_00031)
FbpABC (VF0272) (FRCGPBFOfOOOSZ)
FKCGPBFO_00029
FKCGPBFO_00030

COC H oo oo

IMGPR_plasmid_2844462476_000001 22088:31066(-)

Cis-3-alkyl-4-alkyloxetan-2-one decarboxylase (ELKBMAEN_00269)
Protein/nucleic acid deglycase HchA (ELKBMAEN_00271)
Putative monodxygenase (ELKBMAEN_00268) (2)-2-((N-methylformamido)methylene)-5-hydroxybutyrolactone dehydrogenase (ELKBMAEN_00259)
Haloalkane dehalogenase (ELKBMAEN_00267)
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Cis-3-alkyl-4-alkyloxetan-2-one decarboxylase (OIADHGIN_00030)
Putative monooxygenase (OIADHGIN_00031)
Haloalkane dehalogenase (OIADHGIN_00032)
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