Putative transposon Tn552 DNA-invertase bin3 (POMJEIKF_00014)
beta-lactam sgnsor/signal transducer BlaR1 (NF033108.1) (POMJEIKF_00017)
tetracenomycin C efflux MFS transporter (NFO00025.1) (POMJEIKF_00012)

POMUJEIKF_00007 HTH-type transcriptional regulator QacR (POMJEIKF_00013)
POMJEIKF_00006 POMJEIKF_00010 class A beta-lactamase (NF012167.0) (POMJEIKF_00018)
POMJEIKF_OJOO‘? Penicillinase repressor (POMJEI‘KF_OOOlé)
POMJEIKF_00008  POMJEIKF_00011 DNA-invertase hin (POMJEIKF_00015) POMJEIKF_00019
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HTH-type transcriptional regulator QacR (JNDLPKNF_00014) JNDLPKNF_00015
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HTH-type transcriptional regulator QacR (EIDKOODA_00007)
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HTH-type transcriptional regulator QacR (MNIOPCOA_00022) MNIOPCOA_00023

[ o N ey WO o U o O g GO G o O S

IMGPR_plasmid_3300014896_000001 12782:23064(+)

HTH-type transcriptional regulator QacR (FELJKOMP_00023)
FELJKOMP_00014 1S1182 family transposase ISSep1 (FELJKOMP_00021) FELJKOMP_00024
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T KIMBBAAD_00007 151182 family transposase ISSep1 (KIMBBAAD_00003)
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HTH-type transcriptional regulator QacR (BBHKIADC_00005)
BBHKIADC_00010 BBHKIADC_00004
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HTH-type transcriptional regulator QacR (FLPMJLHA_00015)
FLPMJLHA_00014 CTX-M family extended-spectrum class A beta-lactamase (NFO33089.1) (FLPMJLHA_00010)
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HTH-type transcriptional regulator QacR (JFFHLOAL_00003)
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HTH-type transcriptional regulator QacR (CDDCHEHA_00024)
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KJPHOJMK_00017 mecC-type methicillin resistance repressor Mecl (NFO00244.1) (KJPHOJMK_00020)
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1S256 family transposase 15256 (JNBFGGJC_00020)
FeoAB (VF0160) (JNBFGGJC_00023)
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