TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (CHOHFIFK_00006)
Sortase SrtE1 (CHOHFIFK_60002)
CHOHFIFK_00001
\ CHOHFIFK_00005
CHOHFIFK_00003
‘ ‘ CHOHFIFK_00004 _PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (CHOHFIFK_00007)

IMGPR _plasmid_3300044920_000114 49:7260(+)
1S3 family transposase ISAar24 (FMMADMBD_00001)

pE—EEC KD

IMGPR_plasmid_3300045103_.000084 17:6939(+)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (ALGKJADC_00016)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (ALGKJADC_00005)
Thiol-disulfide oxidoreductase ResA (ALGKJADC_00010)
RegX3 (VF0858) (ALGKJADC_00006)
PhoP (VF0286) (ALGKJADC' 00007)
11 13
1 2 34 ‘ ‘ 89 |[12]14 15|17 DNA-invertase hin (ALGKJADC_00021)

— —
IMGPR_plasmid_3300044918_000199 713:20120(+)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (GCFMCOKB_00121)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (GCFMCOKB_00132)
Thiol-disulfide oxidoreductase ResA (GCFMCOKB_00127)
RegX3 (VF0858) (GCFMCOKB_00131)
PhoP (VF0286) (GCFMCOKB_00130)
135 132 127 124 122
134133 | 131 T126 | 1237121 120| 118

I
IMGPR_plasmid_3300045204 000113 122730:142464(-)

Insertion element I1S6110 uncharacterized 12.0 kDa protein (OEBPJNPH_00170)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (OEBPJNPH_00181)
Thiol-disulfide oxidoreductase ResA (OEBPJNPH_00176)
RegX3 (VF0858) (OEBPJNPH_00180)
PhoP (VFb286) (OEBPJNPH 00179)
182 180 175 172 170
T 181 ] 179 T174 | 1717 169 168| 166

— —
IMGPR_plasmid_3300045692_000046 170880:190287(-)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (JEDBMHFG_00121)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (JEDBMHFG_00132)
Thiol-disulfide oxidoreductase ResA (JEDBMHFG_00127)
RegX3 (VF0858) (JEDBMHFG_00131)
PhoP (VF0286) (JEDBMHFG_00130)

135 132 127 124 122
134133 | 131 T126 | 123] 121 120| 118

N
IMGPR_plasmid_3300045164_000134 122730:142464(-)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (FPGHNNJC_00016)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (FPGHNNJC_00005)
Thiol-disulfide oxidoreductase ResA (FPGHNNJC_00010)
RegX3 (VF0858) (FPGHNNJC_00006)
PhoP (VF02868) (FPGHNNJC 00007)
‘ ‘ 11 13
1 2 3 4 8 9 |[12714 15|17

N
IMGPR_plasmid_3300046833.000167 712:20119(+)

Insertion element 1IS6110 uncharacterized 12.0 kDa protein (CGMLEDJL_00016)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CGMLEDJL_00005)
Thiol-disulfide oxidoreductase ResA (CGMLEDJL_00010)
RegX3 (VF0858) (CGMLEDJL_00006)
PhoP (VF0286) (CGMLEDJL 00007)
11 13
1 2 34 8 9 |]12T14 15|17

— —
IMGPR_plasmid_3300045097_000160 712:20119(+)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (FJEOKLMN_00148)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (FJEOKLMN_00159)
Thiol-disulfide oxidoreductase ResA (FJEOKLMN_00154)
RegX3 (VF0858) (FJEOKLMN_00158)
PhoP (VF0286) (FJEOKLMN'00157)
161 159 154 151 149
T 160 | 158 ‘ ‘ 1153 | 1507 148 147| 145

I
IMGPR_plasmid_3300045808_000088 153792:173199(-)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (DHBJJELB_00016)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (DHBJJELB_00006)
Thiol-disulfide oxidoreductase ResA (DHBJJELB_00010)
RegX3 (VF0858) (DHBJJELB_00007)
PhoP (VF0286) (DHBJJELB '00008)
‘ ‘ ‘11 13
12 3 4 5 9 | 12714 15|17

— —
IMGPR_plasmid_3300045150_000112 385:20119(+)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (LFOCKHOE_00017)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (LFOCKHOE_00006)
Thiol-disulfide oxidoreductase ResA (LFOCKHOE_00011)
RegX3 (VF0858) (LFOCKHOE_00007)
PhoP (VF0286) (LFOCKHOE_00008)
‘ ‘ ‘12 14
12 3 4 5 910 | [13]15 16|18

N
IMGPR_plasmid_3300045224_000065 385:20119(+)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (KJHKBKIG_00017)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (KJHKBKIG_00006)
Thiol-distlfide oxidoreductase ResA (KJHKBKIG_00011)
RegX3 (VF0858) (KJHKBKIG_00007)
PhoP (VF0286) (KJHKBKIG 00008)
‘ ‘ ‘ 12 14
12 3 4 5 910 | 13715 1618

N
IMGPR_plasmid_3300048938_000053 385:20119(+)

Insertion element 1IS6110 uncharacterized 12.0 kDa protein (IJKNKGIF_00148)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (IJKNKGIF_00159)
Thiol-disulfide oxidoreductase ResA (IJKNKGI‘F_00154)
RegX3 (VF0858) (IJKNKGIF_00158)
PhoP (VF0286) (IJKNKGIF_00157)

161 159 154 151149
T 160 | 158 T153 | 1507 148 147 145

— —
IMGPR_plasmid_3300045134_000137 153920:173327(-)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (MDJNBKOJ_00016)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (MDJNBKOJ_00005)
Thiol-disulfide oxidoreductase ResA (MDJNBKOJ_00010)
RegX3 (VF0858) (MDJNBKOJ_00006)
PhoP (VF0286) (MDJNBKOJ_00007)
‘ ‘ 11 13
1 2 3 4 8 9 |[12T14 15|17

I
IMGPR_plasmid_3300045233_000166 712:20119(+)

Insertion element 1S6110 uncharacterized 12.0 kDa protein (EAGBMLDO_00017)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (EAGBMLDO_00006)
Thiol-disulfide oxidoreductase ResA (EAGBMLDO_00011)
RegX3 (VF0858) (EAGBMLDO_00007)
PhoP (VF0286) (EAGBMLDO_00008)
‘ ‘ ‘ 12 14
12 3 4 5 910 | 13715 16|18

— —
IMGPR_plasmid_3300045206_000128 385:20119(+)

Insertion element 1IS6110 uncharacterized 12.0 kDa protein (LMNKMLKI_00148)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (LMNKMLKI_00159)
Thiol-disulfide oxidoreductase ResA (LMNKMLKI_00154)
RegX3 (VF0858) (LMNKMLKI_00158)
PhoP (VF0286) (LMNKMLKI.00157)

161 159 154 151149
T 160 T 158 1153 | 1507 148 147| 145

N
IMGPR_plasmid 3300047621 000171 153917:173343(-)
Insertion element 1S6110 uncharacterized 12.0 kDa protein (BNFCPMHM_00031)

23S rRNA (uracil(1939)-C(5))-methyltransferase RImD (BNFCPMHM_00001) chloramphenicol efflux transporter CxpE (NF045801.1) (BNFCPMHM_00029)
multidrug efflux MATE transporter MepA (NFO00131.1) (BNFCPMHM_00008) 4-hydroxy-tetrahydrodipicolinate synthase (BNFCPMHM_00025)
Thiamine thiazole synthase (BNFCPMHM_00011) Hemolysin HIyA (VF0646) (BNFCPMHM_00027)
‘putative protein (BNFCPMHM_00012) Error-prone DNA polymerase (BNFCPMHM_00023)
putative Nudix hydrolase NudL (BNFCPMHM_00009) DNA polymerase IV (BNFCPMHM_00022)
Aconitate hydratase A (BNFCPMHM_00003) 19 Hemolysin HlyA (VF0646) (BNFCPMHM_00028)
| 2 45 67 | |10 1314 15 16 1718 [ 20 21 | 24 | 26 | \ | 31

IMGPR_plasmid_3300045685_000099 41:40944(+)
k 10000 nt !
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