Putative transposon Tn552 DNA-invertase bin3 (HCCMAOFG_00043)
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Iron-sulfur cluster carrier protein (AKFHMIMI_00055)
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65 4 3 21
IMGPR_plasmid_3300007978_000021 11:6378(-)
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RM_Type_ll_Type_ll_MTases__Type_||_MTases_FAM_0 (POHOADIK_00011)
Serine/threonine-protein kinase CtkA (POHOADIK_00007)
8 9 10 12

4
3

IMGPR _plasmid_3300053491 064824 1933:17374(+)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (LCEGFLIJ_00048)
SoFic__SoFic (LCEGFLIJ_00051)
LCEGFLIJ_00049 LCEGFLIJ_00047

e GRS G O G U (S S G — A=A
IMGPR _plasmid_3300053491 058341 37728:53369(-)

29 30 31 32 68
IMGPR _plasmid_3300053491_ 061842 21993:34558(+)

24 23 22 21 20

<]
o)
T
2|
hed
fovy
@
3
o
W
W
Q
O
O
%
W
x|
0|
g
(@]
|
Ol
i
~O
0
|
W
~
0|
al
N
oy
W
a
N

B y : ()

Serine/threonine-protein kinase CtkA (NNPADHBF_00054)
Serine/threonine-protein kinase CtkA (NNPADHBF_00052)53 55 56
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Serine/threonine-protein kinase CtkA (JPKMDLON_00029)
Serine/threonine-protein kinase CtkA (JPKMDLON_00027) 28 30 31
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anti-CRISPR-Cas (AcrVIA7) (IMEIPDNN_00034)
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IMEIPDNN_00033 ‘ IMEIPDNN_00036

<
[4)
o
o
o
o
o)
El
a
w
@
o
(e}
o
g
i
o
]
(&
o
Q
o
o
=
)
N
0
o
i
~
w
[oN
N}
w
®

<
(9]
hel
~
o
)

@

3

ol
wW
(98]
o
o
o
%)
w
=
o)
—
o
[oN
=
o
=
[
N)
s
O
W
el
W
~O
w
g
=

| , B (+)

Serine/threonine-protein kinase CtkA (KPANEIFJ_00007)
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Serine/threonine-protein kinase CtkA (AEIILNPI_00029)
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Serine/threonine-protein kinase CtkA (FEKHBNKJ_00036)
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Serine/threonine-protein kinase CtkA (CMMINHAP_00007)

RERNERS
;E ;

o
&
N
w
=
5
o
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Serine/threonine-protein kinase CtkA (POGCIHJC_00049)
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Serine/threonine-protein kinase CtkA (LLNJHDIK_00007)
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Serine/threonine-protein kinase CtkA (BMCAGDJP_00031)
Modification methylase Hhal (BMCAGDJP_00035)
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IMGPR_plasmid_3300008635_000006 1:6407(-), 40932:46830(-)

FGIJEGJD_00001
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IMGPR_plasmid_3300008680_000010 1:6202(-), 40727:46838(-)
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