
IMGPR_plasmid_3300053491_046501 7371:16823(+)

OOCFBMJL_00009

OOCFBMJL_00010
OOCFBMJL_00011

OOCFBMJL_00012
OOCFBMJL_00013

OOCFBMJL_00014
putative protein (OOCFBMJL_00015)

3-hexulose-6-phosphate synthase (OOCFBMJL_00016)
HTH-type transcriptional activator HxlR (OOCFBMJL_00017)

putative malate:quinone oxidoreductase 2 (OOCFBMJL_00018)

OOCFBMJL_00019
OOCFBMJL_00020

OOCFBMJL_00021

IMGPR_plasmid_3300053491_038778 17106:26574(+)

putative protein (MBKGLBMF_00028)

IMGPR_plasmid_3300053491_038779 19408:28842(+)

NCIKEFGF_00035 NCIKEFGF_00038

IMGPR_plasmid_3300053491_036450 1:948(-), 20985:30400(-)

Putative two-component membrane permease complex subunit SMU_747c (NJJFBMEM_00001)
putative protein (NJJFBMEM_00035)

IMGPR_plasmid_3300053491_036436 1:1535(-), 23251:32046(-)

ICJHLCHD_00001 putative protein (ICJHLCHD_00037)ICJHLCHD_00039

IMGPR_plasmid_3300053491_035576 1:5627(-), 27781:32082(-)

3-hexulose-6-phosphate synthase (BBNGCEEM_00001)
putative protein (BBNGCEEM_00002) BBNGCEEM_00038

IMGPR_plasmid_3300053491_032766 1:8871(-), 29039:30303(-)

HNLPCKDC_00004
HNLPCKDC_00005

IMGPR_plasmid_3300053491_034748 6583:16903(+)

ADEJOIEL_00009 ADEJOIEL_00013

IMGPR_plasmid_3300053491_040233 497:11236(-)

OGGCOHKD_00007OGGCOHKD_00008PagR-XO1 (VF0664) (OGGCOHKD_00013)

4000 nt

Virulence


