Putative regulatory protein PrgT (KOKMFOOK_00039)
30 31 32 33 34 35 AS (VF0352) (KOKMFOOK_00036) 37 38

IMGPR _plasmid_3300012078_000008 23197:35159(+)
5 AS (VF0352) (KGNPCCAE_00004) 3 2 1

IMGPR_plasmid_2568526633_000001 66:10478(-)

Aggregation substance (LPBMEKDK_00001)
LPBMEKDK_00002

IMGPR _plasmid_2558860694_000004 43:4727(-)

JJCPGKGC_00027
AS (VF0352) (JJCPGKGC_00028)

IMGPR _plasmid_3300029155_000009 17100:23896(+)

Aggregation substance (OHBAGAKM_00001)
OHBAGAKM_00002

IMGPR _plasmid_2563366774_ 000001 10:4388(-)
Aggregation substance (KPJGKADH_00001)

KPJGKADH_00002

IMGPR _plasmid_2558860724_000001 22:5399(-)

Aggregation substance (LDCKFDKJ_00028)
LDCKFDKJ_0002

i#

IMGPR_plasmid_3300029158_000006 17096:22278(+)
IPPKHABI_00006 IPPKHABI_00001

IMGPR _plasmid_2563366793_000003 56:4160(-)

Putative regulatory protein PrgT (KOHPKMAP_00032)
24 29 AS (VF0352) (KOHPKMAP_00030) 31 33 34

!

IMGPR _plasmid_2537561757_.000001 17827:32508(+)
AS (VF0352) (OBEHEMDO_00001)

IMGPR_plasmid_3300014609_000003 74:6918(-)

Tyrosine recombinase XerC (EHGKAJOB_00034)
27 AS (VF0352) (EHGKAJOB_00028) 29 30 31 32

E

IMGPR_plasmid_3300013992_000001 16461:30219(+)
5000 nt 1

Virulence
I



