CMPPOJDC_00026
CMEEOJ DC_00027 Sortase B (CMPPOJDC_00029)
CMPPOJDC_00025 CMPPOJDC_00028 CMPPOJDC_00030 CMPPOJDC_00031
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Tetracycline resistance protein TetM from transposon TnFO1 (NJPCNGEK_00001)
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tetracycline resistance ribosomal protection protein (NFO12153.1) (JFAFIGEE_00019)
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tetracycline resistance ribosomal protection protein (NFO12153.1) (ELGKINNH_00032)
tRNA 5-carboxymethoxyuridine methyltransferase (ELGKINNH_00031)
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macrolide efflux MFS transporter Mef(En2) (NFO00154.1) (PJFAJHOF_00005)
tetracycline resistance ribosomal protection protein (NFO12153.1) (PJFAJHOF_00007)
1S200/1S605 family transposase ISCth10 (PJFAJHOF_00006) 4 3 2 1
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macrolide efflux MFS transporter Mef(En2) (NFO00154.1) (KEKPINEO_00004)
tetracycline resistance ribosomal protection protein (NFO12153.1) (KEKPINEO_00006)
Inorganic triphosphatase (KEKPINEO_00001)
1S200/15605 family transposase ISCth10 (KEKPINEO_00005) 3 2

IMGPR_plasmid_3300006148_000039 14:14115(-)

BKHOKONL 00019
BKHOKONL_00016 BKHOKONL_00018
Modification methylase DpnlIB (BKHOKONL_00012) BKHOKONL 00017 | | BKHOKONL_00020

i%

IMGPR_plasmid_3300029579_000016 8617:17779(+)

KECBHNOE_00014
KECBHNOE_00015
| KECBHNOE_00016 KECBHNOE_00020

IMGPR_plasmid_3300029844_000146 10807:18351(+)
MAKDKLOO_00001

IMGPR_plasmid_3300029051_000058 74:7618(-)

OENDBFMP_00002 OENDBFMP_00001

i

IMGPR_plasmid_3300029048_000064 301:8290(-)

MKJCECJA_00027 MKJCECJA_00028

i

IMGPR_plasmid_3300013958_000103 21250:29239(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (NLOICAKD_00002)
RM_Type_I_MTasesjype_l_MTases_FAM_O (NLOICAKD_00001)
HTH-type transcriptional activator mta (NLOICAKD_00010) 8 7 6 5 4 3 \

%

IMGPR_plasmid_3300023492_000055 104:14104(-)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (GOFGFGDF_00022)
18 19 20 21

i%

IMGPR_plasmid_3300029700_000051 8730:18853(+)

DJBNGGNE_00031

DJBNGGNE_00030
DJBNGGNE_00029 DJBNGGNE_00032

IMGPR_plasmid_3300007222_000101 26518:36126(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (BICLMPBG_00022)
BICLMPBG_00021
BICLMPBG_00019 BICLMPBG_00020

;—4

IMGPR_plasmid_3300029573_000079 10277:19731(+)

MPFHKAPI_00001
MPFHKAPI_00003MPFHKAPI_00002

IMGPR _plasmid_3300029621_000112 306:7927(-)
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IMGPR_plasmid_3300029257_000047 257:8783(-)

KDNIOFLM_00002
KDNIOFLM_00003 'KDNIOFLM_00001

IMGPR _plasmid_3300029853_000043 47:7551(-)

VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (MMHMCNKE_00005)
glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (MMHMCNKE_00006)
vancomycin resistance histidine kinase VanS (NF033091.0) (MMHMCNKE_00004)
Macrolide export ATP-binding/permease protein MacB (MMHMCNKE_00001)
FbpABC (VF0272) (MMHMCNKE_00002)
3

~

|
|

IMGPR_plasmid_3300014971_000050 78:11850(-)

JHLJOEGH_00030
JHLJOEGH_00031

JHLJOEGH_00029 JHLJOEGH_00032

IMGPR_plasmid_3300029703_000048 28945:36413(+)

OJOALDLM_00019
OJOALDLM 00018 |  OJOALDLM_00020

IMGPR_plasmid_3300000297_000023 17235:24133(+)

PGBCNJCO_00003
PGBCNJCO_00002

PGBCNJCO_00004 PGBCNJCO_00001

IMGPR_plasmid_3300029780_000054 95:7562(-)

BJCPKJMK_00019
BJCPKJMK_00020

BJCPKJMK_00018 BJCPKJMK_00021

IMGPR_plasmid_3300029058_000070 10671:18169(+)

RM__Type_|_REases__Type_|_REases_FAM_O.einsi_trimmed (IPEIOLKB_00022)
20 21 \ RM__Type_I_S__Type_I_S_01 (IPEIOLKB_00023)

N
©
=
©

IMGPR_plasmid_3300029342_000086 10111:23313(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (PLPBPEPI_00032)
24 29 30 31 RM_ Type_|_ MTases__Type_|_MTases_FAM_O (PLPBPEPI_00033)

!4

IMGPR_plasmid_3300007362_000038 28232:39017(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (LGAEFEBP_00022)
18 19 20 21 RM_ Type_| MTases__Type_|l_MTases_FAM_O (LGAEFEBP_00023)

i%

IMGPR _plasmid_3300029444_000072 11641:22755(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (BKIEDAHE_00036)
32 33 34 35 RM_ Type_|_ MTases__Type_|_MTases_FAM_O (BKIEDAHE_00037)

i%

IMGPR_plasmid_3300029231_000049 30123:41274(+)

GAAAELOD_00003
GAAAELOD_00002

GAAAELOD_00007 GAAAELOD_00004 GAAAELOD_00001

IMGPR_plasmid_3300029875_000058 102:8417(-)

GONOGHPN_00033
GONOGHPN_00030 GONOGHPN_00032

IMGPR_plasmid_3300029134_000206 28847:35716(+)

JCOFKOBA_00001
JCOFKOBA_00002

IMGPR_plasmid_3300029060_000213 116:6985(-)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (FAMKJEKF_00024)
20 21 22 23

’%

IMGPR_plasmid_3300029388_000224 10456:18868(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (KKLKHLPI_00002)
5 4 3 RM_ Type_|_MTases__Type_|_MTases_FAM_0 (KKLKHLPI_00001)

!4

IMGPR_plasmid_3300023492_000153 104:10545(-)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (FFOEFIDL_00034)
30 31 32 33 T RM_ Type_|_MTases__Type_|_MTases_FAM_O (FFOEFIDL_00035)

IMGPR_plasmid_3300029584_000165 27302:37003(+)

glycopeptide resistance transcriptional regulitgr VanU (NF000090.1) (NFFCGOMK_00023)
RM__Type_|_MTases__Type_|_MTases_FAM_0 (NFFCGOMK_00024)
20 21 22 25

t

IMGPR_plasmid_3300029237_000170 10893:20581(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (BKFNEJAD_00037)
32 33 34 35 37

!4

IMGPR_plasmid_3300029129_000091 30405:38685(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (OMHFLCDP_00002)
6 5 4 3 RM_ Type_|_MTases__Type_l_MTases_FAM_0 (OMHFLCDP_00001)

!%

IMGPR_plasmid_3300023490_000087 321:8812(-)

18 19 20 21 RM_Type_|_MTases__ Type_l_MTases_FAM_0 (DCIIIMJL_00022)

IMGPR_plasmid_3300029119_000114 12966:22072(+)
HAIDBBMG_00032

IMGPR_plasmid_3300008100_000076 29226:35268(+)

ADFNJLOI_00001

IMGPR_plasmid_3300029549_000075 418:6070(-)
tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (AAKDPLFP_00033)

IMGPR _plasmid_3300029785_000177 29980:36772(+)
Tetracycline resistance protein TetO (MOJPGGPC_00001)

IMGPR_plasmid_3300029435_000204 85:6161(-)

Tetracycline resistance protein TetM from transposon TnFO1 (KGOKHNEJ_00033)

IMGPR_plasmid_3300029796_000215 30323:36353(+)
Tetracycline resistance protein TetM from transposon TnFO1 (FLEMHDFO_00001)

IMGPR_plasmid_3300007210_000108 74:6503(-)
tetracycline resistance ribosomal protection protein (NF012153.1) (PKPDPDCH_00001)

IMGPR _plasmid_3300029211 000093 454:8083(-)
tetracycline resistance ribosomal protection protein (NF012153.1) (AJFDLLAE_00032)

IMGPR _plasmid_3300029348_000086 28531:36180(+)
JCDFKGFL_00001

IMGPR_plasmid_3300029845_000157 95:5957(-)

BLCFENOL_00019

IMGPR _plasmid_3300029745_000085 10875:16806(+)
Arsenate reductase (JENKBIPB_00002) Arsenical-resistance protein Acr3 (JENKBIPB_00001)

IMGPR_plasmid_3300014754_000043 103:6427(-)
HFLCNPGP_00002 HFLCNPGP_00001

IMGPR_plasmid_3300035649_000016 266:6662(-)

DAEJOGFA 00016
DAEJOGFA 00015 |

IMGPR_plasmid_3300029250_000139 8156:14239(+)

Tyrosine recombinase XerC (KFCINDID_00002)
Tyrosine recombinase XerC (KFCINDID_00003) Tyrosine recombinase XerC (KFCINDID_00001)

IMGPR_plasmid_3300014963_000257 281:9015(-)
1819 20 21 22

IMGPR_plasmid_3300029815_000110 10842:18255(+)

IMGPR_plasmid_3300030319_000130 11:7412(-)

3031 32 33 34 35

IMGPR_plasmid_3300029557_000073 27893:35661(+)

CPLFGDAI_00029 CPLFGDAI_00032
CPLFGDAI_00030
CPLFGDAI_00031

IMGPR _plasmid_3300029210_000115 27263:33998(+)

AMJKPJKF_00004 AMJKPJKF_00001
AMJKPJKF_00003
AMJKPJKF_00002

IMGPR_plasmid_3300030438_000158 658:7393(-)

PAEJJDHL_00034 PAEJJDHL_00035

IMGPR_plasmid_3300029360_000213 31488:37521(+)
NLOOKKKI_00002 NLOOKKKI_00001

IMGPR_plasmid_3300029567_000088 234:6267(-)

3132 33 34 35 36

IMGPR_plasmid_3300008282_000048 28249:36191(+)

MPIOBHFB_00022 MPIOBHFB_00025
MPIOBHFB_00023
MPIOBHFB_00024

IMGPR_plasmid_3300029724_000016 14104:21278(+)
HGFKIOAH_00001

IMGPR_plasmid_3300029773_000252 119:5138(-)

LBONODPD_00016

IMGPR_plasmid_3300007991_000084 8098:13115(+)
CKCFHBPE_00002

IMGPR_plasmid_3300023290_000232 353:7096(-)

O-antigen (VF0392) (OJPPGNKO_00022)
OJPPGNKO_00021
OJPPGNKO_00020 ‘ FbpABC (VF0272) (OJPPGNKO_00023)

IMGPR_plasmid_3300030309_000007 10358:19365(+)
HCDPHBPE_00007 Sortase B (VF0789) (HCDPHBPE_00002)

IMGPR_plasmid_3300029256_000065 476:7209(-)
FCNFPINK_00018 FCNFPINK_00019

IMGPR_plasmid_3300023502_000048 9240:15867(+)
AABACJIH_00001

IMGPR_plasmid_3300029729_000067 13:5352(-)

LJDDOJJP_00001

IMGPR_plasmid_3300039382_000022 104:5558(-)

FGKLBHLP_00017

IMGPR_plasmid_3300029593_000070 8380:13940(+)
Protein VirD4 (MOEBBBFJ_00008) MOEBBBFJ_00014

IMGPR_plasmid_3300035646_000040 6032:13375(+)
OPHNBHFG_00010 OPHNBHFG_00005

IMGPR _plasmid_3300029124 000068 806:8355(-)
HTH-type transcriptional activator mta (JOAJNHOA_00016)

IMGPR_plasmid_3300007361_000043 8811:14992(+)
HTH-type transcriptional activator mta (MBMACLGM_00003)

IMGPR_plasmid_3300008096_000126 1635:7813(-)

DCLBBMMO_00001
DCLBBMMO_00003 DCLBBMMO_00002

IMGPR_plasmid_330002957%_000063 119:8339(-)

ONGAACKK_00004 Foldase protein PrsA (ONGAACKK_00002)
T ONGAACKK_00003 Transcription-repair-coupling factor (ONGAACKK_00001)

IMGPR_plasmid_3300029340_000039 22:8650(-)

Thiol:disulfide interchange protein DsbD (FNMEHHJO_00004)
Arsenical-resistance protein Acr3 (FNM EHHJO_00006)
Arsenate reductase (FNMEHHJO_00007) 5 | 3 2 1

IMGPR_plasmid_3300029231_000064 516:10609(-)

5000 nt
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