I

EGAKHPKL_00008
EGAKHPKL 00007
EGAKHPKL_00005  EGAKHPKL_00009 EGAKHPKL 00011
EGAKHPKL_00006| | EGAKHPKL 00010 EGAKHPKL 00012

EGAKHPKL_00013

EGAKHPKL_00014 EGAKHPKL_00017
EGAKHPKL_00016
EGAKHPKL 00015 |

IMGPR_plasmid_3300029354_000066 3427:18671(+)

IMGPR_plasmid_3300014752_000018 7006:22259(-)

IMGPR_plasmid_3300029860_000060 2713:18471(+)

IMGPR_plasmid_3300014808_000023 6603:22255(-)

HEK [AETC A
BHPCCMDA 00013
HEK 0 G
BGEMJNAI_00009 BGEMJNAI_00012
HOK KA
APCOKGOI_00012
K AT A
IHNNDNKB_00021 IHNNDNKB_00020
K A

IMGPR_plasmid_3300007641 000051 13116:28299(-)

FIHPKJMF_00015

FIHPKJMF_00021
FIHPKJMF_ 00020

KKK

A&

IMGPR_plasmid_3300013958_000042 6701:20538(+)
IGFHLOPC_00016

A

IMGPR_plasmid_3300029778_.000063 9728:23727(-)

HLCFHAKA_00018

A

IMGPR_plasmid_3300029363_.000066 12157:26370(+)

DIPMPPJM 00020
DIPMPPJM_00021

DIPMPPJM_00016
T DIPMPPJM_00014

R

IMGPR_plasmid_3300027374_000041 10600:25735(-)

NMLKAEML_00014

A

IMGPR_plasmid_3300014784_000040 8653:19458(-)

MOECAAII_00013

MOECAAII_00012

A K

IMGPR_plasmid_3300029668_000023 5082:21226(+)
LGEGCGED_00010

LGEGCGED_00005

[AETAEN

IMGPR_plasmid_3300029390_000039 1315:13091(-)
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