UDP-4-amino-4-deoxy-L-arabinose--oxoglutarate aminotransferase (KCODKFBF_00044)
N-acetyl-alpha-D-glucosaminyl L—malategéacetylase 1 (KCODKFBF_00043)
dTDP-4-dehydro-2,6-dideoxy-D-glucose 3-dehydratase (KCODKFBF_OOOBEY
UDP-N-acetyl-alpha-D-glucosamine Cé dehydratase (KCODKFBF_00040)

Trehalose recycling ABC transporter (VF0842) (KCODKFBF_00006) ‘ Bifunctional polymyxin resistance protein ArnA (KCODKFBF_00042)
Trehalose recycling ABC transporter (VF0842) (KCODKFBF_00007) Glucose-1-phosphate cytldylyltransferase(KCODKFBF 00036) ‘
Trehalose- -recycling ABC transporter (VF0842) (KCODKFBF_00009) D-inositol-3- phosphate glycosyltransferase (KCODKFBF 00039)
‘ D-inositol-3-phosphate glycosyltransferase (KCODKFBF_00022) putatlve suEa'?transferase EpsL (KCODKFBF_00041)
daptive—responsesensory—kinaseSasA(KCODKFBEOOOE D-inositol-3-phosphate glycosyltransferase (KC DKFBEOOOSO)J 3—0;5—isoépionate kinase (KCODKFBF_00052)
Regulator of RpoS (KCODKFBF_00016) " O-antigen (VF0392) (KCODKFBF_00035) OatA'(VF0441) (KCODKFBF_00045]
BopD (VF0362) (KCODKFBF_00012) LPS (VF0085) (KCODKFBE_00032) 49
ylulose kinase (KCODKFBF_00010) 18 LPS (VF0124) (KCODKFBF_00031) 4750
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UDP-4-amino-4-deoxy-L-arabinose--oxoglutarate aminotransferase (BLNNEPON_00202)
N-acetyl-alpha-D-glucosaminyl L-malate deacetylase 1 (BLNNEPON_00203)
dTDP-4-dehydro-2,6-dideoxy-D-glucose 3-dehydratase (BLNNEPON_00212) L
UDP-N-acetyl-alpha-D-glucosamine C6 dehydratase (BLNNEPON_00206)
‘ Bifunctional polymyxin resistance proteln ArnA (BLNNEPON_00204)
D-inositol-3-phosphate glycosyltransferase (BLNNEPON 00216)
Glucose-1- phosphate cytldylyltransferase (BLNNEPON_00210)
D-inositol-3-phosphate glycosyltransferase (BLNNEPON_00224) D-inositol-3- phosphate glycosyltransferase BLNNEPON_OO207)

Adaptive-response sensory-kinase SasA (BLNNEPON_00233) -antigen (VF0392) (BLNNEPON_00211)
Regulator of RpoS (BLNNEPON_00230) LPS (VF0085) (BLNNEPON_00214) \ \
228 LPS (VF0124) (BLNNEPON_00215) putative sugar transferase EpsL (BLNNEPON_00205)
232 227 225 217 208 OatA'(VF0441) (BLNNEPON_00201)
1231 | 229[]226 | | 223222221220 219 218 | 213 209 |
CKKHODOPAAd

o
DODEC DD

— — —
IMGPR_plasmid_2889157821_000009 212898:264806(-)

UDP-4-amino-4-deoxy-L-arabinose--oxoglutarate aminotransferase (PDBBKKIO_00348)

N-acetyl-alpha-D-glucosaminyl L—maIateHchetylase 1 (PDBBKKIO_00347)
dTDP-4-dehydro-2,6-dideoxy-D-glucose 3-dehydratase (PDBBKKIO_0033§Y

UDP—N—ac&'ﬂ-alpha—D—glucosamine Cé dehydratase

PDBBKKIO_00344)
LBifunctional polymyxin resistance protein ArnA (PDBBKKIO_00346)
D-inositol-3-phosphate glycosyltransferase (PDBBKKIO_00334) é
Glucose-1-phosphate cytldylyltransferase(PDB KKIO_00340)
D-inositol-3-phosphate glycosyltransferase(PDBBKKIO 00327) D-inositol-3-| phosphate glycosyltransferase (PDBBKKIO 00343)
Adaptive-response sensory-kinase SasA (PDBBKKIO_00318) putatlve sugar ugar transferase EpsL '(PDBBKKIO_00345)
Regulator of RpoS (PDBBKKIO_00321) -antigen (VF0392) (PDBBKKIO_00339)
LPS (VF0085) (PDBBKKIO_00336)
LPS (VF0124) (PDBBKKIO_00335) 342
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GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecaprenol alpha-1,4-N-acetyl-D-galactosaminyltransferase (BLOBMJLN_00056)
Eutathione—regulated potassium-efflux system ancillary protein KefG (BLOBMJLN_00037)
UDP-4-amino-4-deoxy-L-arabinose--oxoglutarate aminotransferase (BLOBMJLN_00042)
N-acetyl-alpha-D-glucosaminyl L- malate dea deacetylase 1 (BLOBMJLN_OOO43)
dTDP-4-dehydro-2,6-dideoxy-D-; glucose3 dehydratase (BLOBMJLN OOOSZT ‘ ‘
UDP-N- acetyl alpha-D-glucosamine Cé dehydratase(BLOBMJLN 00046)
‘ Bifunctional polymyxin reS|stance proteln ArnA (BLOBMJLN_00044)
Glucose-1-phosphate cytldylyltransferase(BLOBMJLN OCEO)
D-inositol-3-| phosphate glycosyltransferase(BLOBMJL _00047)
\ HTH-type transcriptional regulator DmIR (BLOBMJLN_00038)
putative sugar transferase EpsL (BLOBMJLN_00045)
D-inositol-3-phosphate glycosyltransferase (BLOBMJLN_00064) -antigen (VF0392) (BLOBMJLN_00051) T \ \

Adaptive-response sensory-kinase SasA (BLOBMJLN_00072] LPS (VF0085) (BLOBMJLN_00054) OatA (VF0441) (BLOBMJLN_00041)
Regulator of RpoS (BLOBMJLN_00069) LPS (VFO124) (BLOBMJLN_00055) 40
7170 | 6867 6665 | 63 62 61 60 59 5857| [ | 53 | | 49 48 139 36
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UDP-4-amino-4-deoxy-L-arabinose--oxoglutarate aminotransferase (GEJNEOLJ_00037)
N-acetyl-alpha-D-glucosaminyl L-malato;HEacetylase 1 (GEJNEOLJ_00038)
dTDP-4-dehydro-2,6-dideoxy-D-, glucose 3-dehydratase (GEJNEOLJ 00047) ‘
UDP-N- acetyl alpha-D-glucosamine Cé dehydratase (GEJNEOLJ 00041)
‘ Bifunctional polymyxin resistance proteln ArnA (GEJNEOLJ_00039)
D-inositol-3-phosphate glycosyltransferase (GEJNEOLJ 00051) ‘
Glucose-1- phosphate cytldylyltransferase (GEJNEOLJ_00045
D-inositol-3-| phosphate glycosyltransferase (GEJNEOLJ_00042)
putative s?g? transferase Epsﬂ (GEJNEOLJ_OOO40)
D-inositol-3-phosphate glycosyltransferase (GEJNEOLJ_00059)  O-antigen (VF0392) (GEJNEOLJ_00046) | |

Adaptive-response sensory-kinase SasA (GEJNEOLJ_00067—)F LPS (VFOQBS) (GEJNEOLJ_O@% OatA (VF0441) (GEJNEOLJ_00036)
Regulator of RpoS (GEJNEOLJ_00064) LPS (VFO124} (GEJNEOLJ_00050) 35
6665 | 6362 6160 | 58 57 56 55 54 5352| [ | 48 | | 44 43 T34
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IMGPR_plasmid_2827789216_000003 31047:85396(-)
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