2,3-dihydro-2,3-dihydroxybenzoate dehydrogenase (NLPEOCBJ_00288)
Mitomycin biosynthesis 6-O-methyltransferase (NLPEOCBJ_00289)
Pesticin receptor (NLPEOCBJ_00290)
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Trehalose-recycling ABC transporter (VF0842) (MKHDAFGP_00086)
Trehalose-recycling ABC transporter (VF0842) (MKHDAFGP_00088)
Tyrosine recombinase XerC (MKHDAFGP_00093)
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tetracenomycin C efflux MFS transporter (NFO00025.1) (DFIBIBCA_00056)
DFIBIBCA_00055 DFIBIBCA_00057

A a i < K H HKKK K K K

IMGPR_plasmid_2884533225_000004 49737:67922(+)

b

k 7000 nt i

Virulence AMR
I



