HasA-type hemophore-mediated heme uptake system (VF0940) (FLNICHDB_00003)
Trehalose-recycling ABC transporter (VF0842) (FLNICHDB_00006)

FLNICHDB_00376 Treha‘lose—recycling ABC transporter (VF0842) (FLNICHDB_00007)
FLNICHDB_00377 2-(R)-hydroxypropyI—C9M dehydrogenase (FLNICHDB_00004)
FLNICHDB_00374 FLNICHDB_00380 Glycerol dehydrogenase (FLNICHDB_00005)

Trehalose-recycling ABC transporter (VF0842) (FLNICHDB_00009)
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O 2 . G S G G

e —— — —
IMGPR _plasmid_3300035331 000015 326863:344036(+)

JHAJLEHN_00381
JHAJLEHN_00380
JHAJLEHN_00379 | JHAJLEHN_00382

IMGPR_plasmid_3300035329_000003 411633:418788(+)
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IMGPR_plasmid_3300035360_000011 18:7173(-)

C4-dicarboxylate TRAP transporter large permease protein DctM (PLNPAHAI_00307)
Sulfopropanediol 3—d‘ehydrogenase (PLNPAHAI_00306)
Gluconate 5-dehydrogenase (PLNPAHAI_00305)

Solute»bihding protein (PLNPAHAI_00309) Glutamyl-tRNA(GIn) amidotransferase subunit A (PLNPAHAI_00317)
BopD (VF0362) (PLNPAHAI_00310) Sulfopropanediol é-dehydrogenase (PLNPAHAI_00318)
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