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1S256 family transposase ISEic2 (EDJGFFOJ_00006)
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IMGPR plasmid 2571042202 000001 5252:12445(+)

QnrVC family quinolone resistance pentapeptidg’@peat protein (NFO00421.1) (FFGIHJDK_00216)
AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (FFGIHJDK_00210)

AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NF033074.0) (FFGIHJDK_00221)
trimethoprim-resistant dihydﬁolate reductase DfrA19 (NFOO0041.1) (FFGIHJDK_00220)
NAD(+)--rifampin ADP-ribosyltransferase (NFO33144.1) (FFGIHJDK_00226)
aminoglycoside 3-N-acetyltransferase (NFO33082.0) (FFGIHJDK_00225)

‘ ‘ Peptide transport periplasmic protein SapA (FFGIHJDK_00214)
Serine/threonine-protein kinase toxin HipA (FFGIHJDK_00206)
1S21 family transposase ISCfr8 (FFGIHJDK_00211)

EreB family‘eryt‘hromycin esterase (NF000209.1) (FFGIHJDK_00228)
151380 family transposase 151247 (FFGIHJDK_00224)
DNA ligase (FFGIHJDK_00219)
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