
IMGPR_plasmid_3300029377_000255 15703:19308(+)

MOMMJBEH_00018
MOMMJBEH_00019

MOMMJBEH_00023
MOMMJBEH_00024

IMGPR_plasmid_3300029381_000270 37:4431(-)

MEANEEFK_00001
MEANEEFK_00002

IMGPR_plasmid_3300029788_000273 15274:21924(+)

ALHIFFLC_00022 ALHIFFLC_00023

IMGPR_plasmid_3300029435_000269 73:5445(-)

BAKHJMAF_00001
BAKHJMAF_00002

IMGPR_plasmid_3300029445_000314 15274:20334(+)

MCEGHIFC_00022
MCEGHIFC_00023

IMGPR_plasmid_3300029325_000139 13:5105(-)

JJBHNLJA_00001
JJBHNLJA_00002

IMGPR_plasmid_3300029416_000231 9:6566(-)

KEHOOBED_00001
KEHOOBED_00002

KEHOOBED_00004KEHOOBED_00008

IMGPR_plasmid_3300039314_000132 17898:28262(+)

DIPHDDIM_00022
DIPHDDIM_00023

DIPHDDIM_00024 DIPHDDIM_00025

IMGPR_plasmid_3300029422_000187 17903:29525(+)

24 25 26 27 28

IMGPR_plasmid_3300029769_000328 215:11370(-)

12
SpaH-type pili (VF0727) (EEDBMPCC_00003)

Retron_VI__HTH (EEDBMPCC_00004)

5678

IMGPR_plasmid_3300029750_000189 16240:31044(+)

23 24 25 26 27

Retron_VI__HTH (MPHCIANP_00028)
SpaH-type pili (VF0727) (MPHCIANP_00029)

30
RlrA islet (VF0529) (MPHCIANP_00031)

32

5000 nt

Defence Virulence


